This Page Is Inserted by IFW Operations 
and is not a part of the Official Record 



BEST AVAILABLE IMAGES 



Defective images within this document are accurate representations of 
the original documents submitted by the applicant. 

Defects in the images may include (but are not limited to): 



BLACK BORDERS 

TEXT CUT OFF AT TOP, BOTTOM OR SIDES 
FADED TEXT 
ILLEGIBLE TEXT 
SKEWED/SLANTED IMAGES 
COLORED PHOTOS 

BLACK OR VERY BLACK AND WHITE DARK PHOTOS 
GRAY SCALE DOCUMENTS 



IMAGES ARE BEST AVAILABLE COPY. 



As rescanning documents will not correct images, 
please do not report the images to the 
Image Problem Mailbox. 



4d 



FIGURE 1 



Neutrophils* GMCSF 



Neutrophils -GMCSF 



DataOOl 





so 

45 
40 

V- 35 
O 30 

CO 20 



FIGURE 2 



Ly294002 Abrogates GMCSF Mediated Survival 
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FIGURE 3 




Affy/QPCR Fold Change Comparison 
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FIGURE 7 
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EDG6 Prevents Apoptosis m TF-1 Cells 
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FIGURE 9 
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Figure 12 Apoptosis modulation by siRNA Knockdown of MAK 

(a) Apoptosis in the Hela Cell Line as detected by MTT, FSC/SSC and Sub Gl Analysis. 
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(b) Apoptosis induced in other Cancer Cell Lines as determined by MTT HTS Analysis. 
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(c) Knockdown of MAK does not induce Apoptosis in the following cell types as detected 
by MTT HTS. 
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Figure 13 Apoptosis modulation by siRNA Knockdown of GPR86 

(a) Apoptosis in the Hela Cell Line as detected by MTT HTS, FSC/SSC and Sub Gl Analysis. 
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(b) Apoptosis induced in other Cancer Cell Lines as detected by MTT HTS Analysis. 
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(c) Apoptosis induced in other Cell Lines as detected by FSC/SSC Analysis. 
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Figure 14 Apoptosis modulation by siRNA Knockdown of PCTAIRE 

(a) Apoptosis in the Hela Cell Line as detected by MTT, FSC/SSC and Sub Gl Analysis. 
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(b) Apoptosis induced in other Cell Lines as detected by MTT HTS Analysis. 
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(c) Knockdown of PCTAIRE does not induce Apoptosis in the Prostate cancer cell type as 
detected by MTT HTS. 
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Figure 15 Apoptosis modulation by siRNA Knockdown of GRAF 
(a) Apoptosis in Cancer Cell Lines as detected by MTT HTS Analysis. 
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(b) GRAF knockdown does not induce Apoptosis in the Hela cervical cancer cell line as 
detected by MTT HTS. 
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Figure 16 Apoptosis modulation by siRNA Knockdown of MPSK1 

(a) Knockdown of MPSK1 does not induce Apoptosis in the Hela cervical cancer cell line as 
detected by MTT HTS. 
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(b) Apoptosis induced in Cancer Cell Lines as detected by MTT HTS Analysis. 
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Figure 17 Apoptosis modulation by siRNA Knockdown of RS6PK 

(a) Apoptosis induced in the CNS Cancer Cell Line as detected by MTT HTS Analysi: 
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Figure 18 Apoptosis modulation by siRNA Knockdown of TLK2 

Note that 2 siRNA Oligos to TLK2 are investigated i.e. TLK2A and TLK2B. 



(a) Apoptosis in the Hela Cell Line as detected by MTT, FSC/SSC and Sub Gl Analysis. 
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(b) Apoptosis in other Cancer Cell Lines as detected by MTT HTS Analysis. 
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Figure 19 Apoptosis modulation by siRNA Knockdown of EK1 
(a) Apoptosis in the Hela Cell Line as detected by MTT, FSC/SSC and Sub Gl Analysis. 
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(b) Apoptosis in other Cancer Cell Lines as detected by MTT HTS Analysis. 
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Figure 20 Apoptosis modulation by siRNA Knockdown of MKNK 
(a) Apoptosis in Cancer Cell Lines as detected by MTT HTS Analysis. 
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(B) Apoptosis in SKOV3 Cancer Cell Line as detected by FSC/SSC Analysis. 
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Figure 21 Apoptosis modulation by siRNA Knockdown of NTKL 

(a) Apoptosis in the Hela Cell Line as detected by MTT, FSC/SSC and Sub Gl Analysis. 
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(b) Apoptosis in the U251 Cell Line as detected by MTT HTS, FSC/SSC and Sub Gl 
Analysis. 
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Figure 21 cont'd 

(c) Apoptosis in the Prostate Cancer Cell Line DU145 as detected by MTT HTS Analysis. 
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(d) No Apoptosis was induced in the LNCAP Prostate Cancer Cell Line as detected by 
MTTHTS Analysis. 
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Figure 22 Apoptosis modulation by siRNA Knockdown of CDC42 

(a) Apoptosis in the CNS Cancer Cell Line as detected.by MTT HTS Analysis. 
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(b) Apoptosis was not induced in the following Prostate Cancer Cell Line as detected by MTT 
HTS Analysis. J 
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(c) Apoptosis was not induced in the HeLa cell line by MTT HTS, FSC/SSC or Sub Gl 
Analysis. 
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Figure 23 Apoptosis modulation by siRNA Knockdown of RBSK 
(a) Apoptosis in Cancer Cell Lines as detected by MTT HTS Analysis. 
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Figure 24 Apoptosis modulation by siRNA Knockdown of EDG6 
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(b) Apoptosis in other Cancer Cell Lines as d etected by MTT HTS Analysis. 
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Figure 25 Apoptosis modulation by siRNA Knockdown of PRK1 



(a) Apoptosis in the U251 Cell Line as detected by MTT, FSC/SSC, Sub Gl Analysis JC1 
and Caspase Activation Assays. y 9 
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Figure 26 Apoptosis modulation by siRNA Knockdown of MAPKK5 



(a) Apoptosis in the Cancer Cell Lines as detected by MTT HTS Analysis. 
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(b) Apoptosis is not induced in the Hela Cancer Cell Line as detected by MTT HTS or Sub 
Gl Analysis. 
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(c) Apoptosis in the DU145 Cell Line as detected by FSC/SSC Analysis. 
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Figure 27 Apoptosis modulation by siRNA Knockdown of PI 4KB 

(a) Apoptosis in the U251 Cancer Cell Line as detected by MTT HTS and FSC/SSC 
Analysis. 
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(b) Apoptosis in the Prostate Cancer Cell Lines, DU145, as detected by MTT HTS 
Analysis. 




(c) Apoptosis is not induced in the Hela Cancer Cell Line as detected by MTT HTS and 
Sub Gl Analysis. 
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(d) Apoptosis is not induced in the PC3 Cancer Cell Line as detected by FSC/SSC 
Analysis. 
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Figure 27 cont'd 

(e) Apoptosis is not induced in the OVCAR3 Cancer Cell Line as detected by Sub Gl 
Analysis. 
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Figure 28 Apoptosis modulation by siRNA Knockdown of FLT4 

(a)Apoptosisinthe Hela Cell Line as detected by MTT, FSC/SSC and Sub Gl Analysis. 
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(b) Apoptosis in Cancer Cell Lines as detected by MTT HTS Analysis. 
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Figure 29 Apoptosis modulation by siRNA Knockdown of PSKH1 

(a) Apoptosis in the Hela Cancer Cell Line as detected by FSC/SSC and Sub Gl Analysis 



FSSSSC Hela Cell Line 48 & 72hrs post 
siRNA Transfection 




□48hrs 
■ 72hrs 



Sub G1 Hela Cell Line 48 & 72hrs post 
siRNA Transfection 



<r- 40 

2 - 

w „ 

* o 



B48hrs 
■ 72hrs 



MS 



Survivln PSKH1 



(b) Apoptosis in other Cell Lines as detected by MTT HTS Analysis. 



MTT HTS U251 CeH Line 72hrs Post 




Transfection 


E 




i ii 




I 0 - 5 - 


IB in mm 








MS Survlvin PSKH1 



MTT HTS LNCAP Ce\\ Line 72hrs Post 
Transfection 




PSKH1 



MTT HTS TF1 Cell Line 72hrs Post 
Transfection 



1 0.8 
£ 0.6 

©0.2 

2 0 









1 




1 


r 




1 







MS 



SurvMn 



PSKH1 



MTT HTS DU145 Cell Line 72hrs Post 
Transfection 



c 1 

o 1 

» 0.5 

to 0 
< 



MS 



Survivin 



PSKH1 



MTT HTS M14 Cell Line 72hrs Post 
Transfection 



E 
c 



2 n 



£ 1.5 
«f> 1 



i 



03 



MS 



PSKH1 



) 



Figure 30 Apoptosis modulation by siRNA Knockdown of UPKC 

(a) Apoptosis in the Hela Cell Line as detected by MTT, FSC/SSC and Sub Gl Analysis. 
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Figure 31 Apoptosis induced by siRNA Knockdown of ROCK 
00 Apoptosis in the Hela Cell Line as detected by MTT, FSC/SSC 
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Figure 31 cont'd 
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(d) Apoptosis in the SKOV Cancer Cell Line s as detected by FSC/SSC Analysis 
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FIGURE 32 
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HCT116 BrdU Proliferation Assay 
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FIGURE 34 



Apoptosis of Transfected DU145 Cells (1) 
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FIGURE 36 



MDA-MB-231 Clonagenicity Assay 
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FIGURE 37 
(a)MCF7 
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FIGURE 38 
(a)MCF7 
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FIGURE 39 
(a) 



Migration of PC3 Cells post PCTAIREsiRNATransfection 
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Migration of PC3 Coll Une post MPSK1 siRNA Transfection 
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FIGURE 39 contd 
(e) 







Migration of the PC3 Ceil Line post MKNK siRNA Transfection 
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Migration of the PC3 Cell Line post CDC42 siRNA Transfection 
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Migration of the PC3 Cell Line post EDG6 siRNA Transfection 
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Migration of the PC3 Cell Line post FLT4 siRNA Transfection 






UPA 



FLT4 



) 



FIGURE 40 (a) 
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Migration of PC3 Cell Line post PRK siRNA Transfection 
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FIGURE 41 
(a) 



Migration of the PC3 Cell Line post MAPKK5 siRNA Transfection 
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Migration of the PC3 Cell Line post P14KB siRNA Transfection 
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FIGURE 42 



Nucleic Acid AND Protein Sequence for Targets in Table IB 



Rho - associated, coiled coil containing protein kinase 1 (ROCK1/ 
ROCK) 

Nucleotide Accession No. NM 005406 

GI: 4885582 

Sequence: 

atgtcgactg gggacagttt tgagactcga tttgaaaaaa tggacaacct gctgcgggat 
61 cccaaatcgg aagtgaattc ggattgtttg ctggatggat tggatgcttt ggtatatgat 
121 ttggattttc ctgccttaag aaaaaacaaa aatattgaca actttttaag cagatataaa 
181 gacacaataa ataaaatcag agatttacga atgaaagctg aagattatga agtagtgaag 
241 gtgattggta gaggtgcatt tggagaagtt caattggtaa ggcataaatc caccaggaag 
301 gtatatgcta tgaagcttct cagcaaattt gaaatgataa agagatctga ttctgctttt 
361 ttctgggaag aaagggacat catggctttt gccaacagtc cttgggttgt tcagcttttt 
421 tatgcattcc aagatgatcg ttatctctac atggtgatgg aatacatgcc tggtggagat 
481 cttgtaaact taatgagcaa ctatgatgtg cctgaaaaat gggcacgatt ctatactgca 
541 gaagtagttc ttgcattgga tgcaatccat tccatgggtt ttattcacag agatgtgaag 
601 cctgataaca tgctgctgga taaatctgga catttgaagt tagcagattt tggtacttgt 
661 atgaagatga ataaggaagg catggtacga tgtgatacag cggttggaac acctgattat 
721 atttcccctg aagtattaaa atcccaaggt ggtgatggtt attatggaag agaatgtgac 
781 tggtggtcgg ttggggtatt tttatacgaa atgcttgtag gtgatacacc tttttatgca 
841 gattctttgg ttggaactta cagtaaaatt atgaaccata aaaattcact tacctttcct 
901 gatgataatg acatatcaaa agaagcaaaa aaccttattt gtgccttcct tactgacagg 
961 gaagtgaggt tagggcgaaa tggtgtagaa gaaatcaaac gacatctctt cttcaaaaat 
1021 gaccagtggg cttgggaaac gctccgagac actgtagcac cagttgtacc cgatttaagt 
1081 agtgacattg atactagtaa ttttgatgac ttggaagaag ataaaggaga ggaagaaaca 
1141 ttccctattc ctaaagcttt cgttggcaat caactacctt ttgtaggatt tacatattat 
1201 agcaatcgta gatacttatc ttcagcaaat cctaatgata acagaactag ctccaatgca 
1261 gataaaagct tgcaggaaag tttgcaaaaa acaatctata agctggaaga acagctgcat 
1321 aatgaaatgc agttaaaaga tgaaatggag cagaagtgca gaacctcaaa cataaaacta 
1381 gacaagataa tgaaagaatt ggatgaagag ggaaatcaaa gaagaaatct agaatctaca 
1441 gtgtctcaga ttgagaagga gaaaatgttg ctacagcata gaattaatga gtaccaaaga 
1501 aaagctgaac aggaaaatga gaagagaaga aatgtagaaa atgaagtttc tacattaaag 
1561 gatcagttgg aagacttaaa gaaagtcagt cagaattcac agcttgctaa tgagaagctg 
1621 tcccagttac aaaagcagct agaagaagcc aatgacttac ttaggacaga atcggacaca 
1681 gctgtaagat tgaggaagag tcacacagag atgagcaagt caattagtca gttagagtcc 
1741 ctgaacagag agttgcaaga gagaaatcga attttagaga attctaagtc acaaacagac 
1801 aaagattatt accagctgca agctatatta gaagctgaac gaagagacag aggtcatgat 
1861 tctgagatga ttggagacct tcaagctcga attacatctt tacaagagga ggtgaagcat 
1921 ctcaaacata atctcgaaaa agtggaagga gaaagaaaag aggctcaaga catgcttaat 



1981 cactcagaaa aggaaaagaa taatttagag atagatttaa actacaaact taaatcatta 
2041 caacaacggt tagaacaaga ggtaaatgaa cacaaagtaa ccaaagctcg tttaactgac 
2101 aaacatcaat ctattgaaga ggcaaagtct gtggcaatgt gtgagatgga aaaaaagctg 
2161 aaagaagaaa gagaagctcg agagaaggct gaaaatcggg ttgttcagat tgagaaacag 
2221 tgttccatgc tagacgttga tctgaagcaa tctcagcaga aactagaaca tttgactgga 
2281 aataaagaaa ggatggagga tgaagttaag aatctaaccc tgcaactgga gcaggaatca 
2341 aataagcggc tgttgttaca aaatgaattg aagactcaag catttgaggc agacaattta 
2401 aaaggtttag aaaagcagat gaaacaggaa ataaatactt tattggaagc aaagagatta 
2461 ttagaatttg agttagctca gcttacgaaa cagtatagag gaaatgaagg acagatgcgg 
2521 gagctacaag atcagcttga agctgagcaa tatttctcga cactttataa aacccaggta 
2581 aaggaactta aagaagaaat tgaagaaaaa aacagagaaa atttaaagaa aatacaggaa 
2641 ctacaaaatg aaaaagaaac tcttgctact cagttggatc tagcagaaac aaaagctgag 
2701 tctgagcagt tggcgcgagg ccttctggaa gaacagtatt ttgaattgac gcaagaaagc 
2761 aagaaagctg cttcaagaaa tagacaagag attacagata aagatcacac tgttagtcgg 
2821 cttgaagaag caaacagcat gctaaccaaa gatattgaaa tattaagaag agagaatgaa 
2881 gagctaacag agaaaatgaa gaaggcagag gaagaatata aactggagaa ggaggaggag 
2941 atcagtaatc ttaaggctgc ctttgaaaag aatatcaaca ctgaacgaac ccttaaaaca 
3001 caggctgtta acaaattggc agaaataatg aatcgaaaag attttaaaat tgatagaaag 
3061 aaagctaata cacaagattt gagaaagaaa gaaaaggaaa atcgaaagct gcaactggaa 
3121 ctcaaccaag aaagagagaa attcaaccag atggtagtga aacatcagaa ggaactgaat 
3181 gacatgcaag cgcaattggt agaagaatgt gcacatagga atgagcttca gatgcagttg 
3241 gccagcaaag agagtgatat tgagcaattg cgtgctaaac ttttggacct ctcggattct 
3301 acaagtgttg ctagttttcc tagtgctgat gaaactgatg gtaacctccc agagtcaaga 
3361 attgaaggtt ggctttcagt accaaataga ggaaatatca aacgatatgg ctggaagaaa 
3421 cagtatgttg tggtaagcag caaaaaaatt ttgttctata atgacgaaca agataaggag 
3481 caatccaatc catctatggt attggacata gataaactgt ttcacgttag acctgtaacc 
3541 caaggagatg tgtatagagc tgaaactgaa gaaattccta aaatattcca gatactatat 
3601 gcaaatgaag gtgaatgtag aaaagatgta gagatggaac cagtacaaca agctgaaaaa 
3661 actaatttcc aaaatcacaa aggccatgag tttattccta cactctacca ctttcctgcc 
3721 aattgtgatg cctgtgccaa acctctctgg catgttttta agccaccccc tgccctagag 
3781 tgtcgaagat gccatgttaa gtgccacaga gatcacttag ataagaaaga ggacttaatt 
3841 tgtccatgta aagtaagtta tgatgtaaca tcagcaagag atatgctgct gttagcatgt 
3901 tctcaggatg aacaaaaaaa atgggtaact catttagtaa agaaaatccc taagaatcca 
3961 ccatctggtt ttgttcgtgc ttcccctcga acgctttcta caagatccac tgcaaatcag 
4021 tctttccgga aagtggtcaa aaatacatct ggaaaaacta gttaa 



Protein I.D NP_005397.1 
Protein GI: 4885583 



Sequence 



MSTGDSFETRFEKMDNLLRDPKSEVNSDCLLDGLDALVYDLDFP 

ALRKNKNIDNFLSRYKDTINKIRDLRMKAEDYEWKVIGRGAFGEVQLVRHKSTRKVY 

AMKLLSKFEMIKRSDSAFFWEERDIMAFANSPWWQLFYAFQDDRYLYMVMEYMPGGD 

LVNLMSNYDVPEKWARFYTAEWLALDAIHSMGFIHRDVKPDNMLLDKSGHLKLADFG 

TCMKMNKEGMVRCDTAVGTPDYISPEVLKSQGGDGYYGRECDWWSVGVFLYEMLVGDT 

PFYADSLVGTYSKIMNHKNSLTFPDDNDISKEAKNLICAFLTDREVRLGRNGVEEIKR 

HLFFKNDQWAWETLRDTVAPWPDLSSDIDTSNFDDLEEDKGEEETFPIPKAFVGNQL 

PFVGFTYYSNRRYLSSANPNDNRTSSNADKSLQESLQKTIYKLEEQLHNEMQLKDEME 

QKCRTSNIKLDKIMKELDEEGNQRRNLESTVSQIEKEKMLLQHRINEYQRKAEQENEK 

RRNVENEVSTLKDQLEDLKKVSQNSQLANEKLSQLQKQLEEANDLLRTESDTAVRLRK 

SHTEMSKSISQLESLNRELQERNRILENSKSQTDKDYYQLQAILEAERRDRGHDSEMI 

GDLQARITSLQEEVKHLKHNLEKVEGERKEAQDMLNHSEKEKNNLEIDLNYKLKSLQQ 

RLEQEVNEHKVTKARLTDKHQSIEEAKSVAMCEMEKKLKEEREAREKAENRWQIEKQ 

CSMLDVDLKQSQQKLEHLTGNKERMEDEVKNLTLQLEQESNKRLLLQNELKTQAFEAD 

NLKGLEKQMKQEINTLLEAKRLLEFELAQLTKQYRGNEGQMRELQDQLEAEQYFSTLY 

KTQVKELKEEIEEKNRENLKKIQELQNEKETLATQLDLAETKAESEQLARGLLEEQYF 

ELTQESKKAASRNRQEITDKDHTVSRLEEANSMLTKDIEILRRENEELTEKMKKAEEE 

YKLEKEEEISNLKAAFEKNINTERTLKTQAVNKLAEIMNRKDFKIDRKKANTQDLRKK 

EKENRKLQLELNQEREKFNQMWKHQKELNDMQAQLVEECAHRNELQMQLASKESDIE 

QLRAKLLDLSDSTSVASFPSADETDGNLPESRIEGWLSVPNRGNIKRYGWKKQYVWS 

SKKILFYNDEQDKEQSNPSMVLDIDKLFHVRPVTQGDVYRAETEEIPKIFQILYANEG 

ECRKDVEMEPVQQAEKTNFQNHKGHEFIPTLYHFPANCDACAKPLWHVFKPPPALECR 

RCHVKCHRDHLDKKEDLICPCKVSYDVTSARDMLLLACSQDEQKKWVTHLVKKIPKNP 

PSGFVRASPRTLSTRSTANQSFRKWKNTSGKTS" 



MAK (Male germ cell-associated kinase; MAK) 

Nucleotide Accession No: NM_005906 
G.I.: 13699865 

1 ataagaatgg aagtgttgtt tccttgcccg attccttcat gctatatctc atgaacctct 
61 gtaatcttgg gggagagact atatttaatg atgacaaacc tgtcaccagt gtagcaacaa 
121 cagtgtgagg acaaaagcaa ataaaaatta agaagcgttc aaatttatat tcaacaagga 
181 agtcatttca atcaacaact tctgctgcat tatttttcca agatgaaccg atacacaacc 
241 atgagacagt tgggggacgg cacgtatggg agtgtgctta tgggcaagag taatgaatcc 
301 ggggagctgg tggccatcaa aaggatgaag agaaagttct attcttggga tgaatgcatg 
361 aacttgagag aagttaagtc tctgaagaaa cttaatcatg ccaatgttat taaattgaaa 
421 gaagttatca gagaaaatga ccatctttat tttatatttg aatatatgaa agaaaacctc 
481 tatcaattaa tgaaagacag aaacaagttg ttccctgaat cagtcatcag aaatattatg 



541 tatcaaatat tgcaagggct ggcttttatc cataaacatg gcttttttca tagggacatg 
601 aaaccagaaa acttgctttg tatgggtcca gagcttgtga aaattgctga ttttggactt 
661 gcaagagaat taaggtcaca gccaccatac actgattatg tatctaccag atggtatcgt 
721 gcccctgaag ttttactgag atcttcagtt tatagttctc ccattgatgt gtgggctgtt 
781 ggaagtatca tggctgaact ctatatgtta aggccacttt tcccagggac aagtgaggtc 
841 gatgaaatct ttaaaatttg ccaagtttta gggactccca aaaaaagtga ctggccagaa 
901 ggataccagc tggcatcctc tatgaacttc cgttttcccc agtgtgttcc tataaactta 
961 aaaactctta ttcccaatgc cagtaatgaa gctattcagc tcatgaccga aatgttgaat 
1021 tgggatccaa agaaacgacc gacagcaagc caggcattga aacacccata ttttcaagtt 
1081 ggtcaggtat taggcccttc gtcaaatcat ctggaatcaa aacagtcttt aaataagcag 
1 141 ctgcaaccat tagaatcaaa gccatcttta gttgaggtag agcctaagcc tctgccggat 
1201 ataatcgatc aggttgttgg acaaccccag ccaaaaacta gccagcagcc actgcagccc 
1261 attcagccgc cacagaacct gagcgtccag caacctccaa agcaacagag tcaggagaaa 
1321 ccgccacaaa cgctattccc gagcatcgtc aaaaacatgc caactaagcc aaatggcaca 
1381 ctgagtcata aaagtggtag gaggcgttgg ggtcagacta tcttcaagtc tggagatagc 
1441 tgggaagagt tggaggacta tgatttcgga gcctcccatt ccaagaagcc aagcatgggt 
1501 gtttttaaag aaaaaaggaa aaaagattct ccatttcggc ttccagagcc agtaccctca 
1561 ggctccaacc actcgacagg ggaaaacaag agcttacctg ctgttacttc cctaaaatct 
1621 gattccgaat tgtcaactgc tccaacctct aaacagtact acttgaaaca atcaagatat 
1681 cttccaggtg tgaatcccaa gaaggtgtcc ttgatagcca gtggaaagga aataaacccc 
1741 cacacttgga gcaaccagtt attccccaag tcactgggac ccgttggggc agaacttgct 
1801 ttcaaaagga gcaatgcagg aaatcttgga agttatgcta cttacaatca gtcaggatat 
1861 attccttcct ttctcaaaaa agaagtgcag tcagctggcc agaggatcca cttagcacct 
1921 ctcaatgcaa cggcttcaga atatacctgg aacacaaaaa ctggtcgggg gcagttttca 
1981 ggacgtactt ataatcctac agcaaaaaac ctaaatattg tgaaccgtgc acagcccatt 
2041 ccctcagtgc atgggaggac agactgggtg gccaagtatg gaggccaccg gtaggagtct 
2101 atggtgtgaa accctacagc attgctccgt agagtacgtg caagttcctt gaccctggga 
2161 aatgtctaca aatgtctatt tctactgagt tctggaagaa atatgcaaaa gtgggtactt 
2221 ggaagggcaa aaatcatccc ctattttact tatttccaag aaatgcattt tcttagcatc 
2281 attgcccaca gtgttgatat atgggtagga tgttacaaag tattgaataa actatttgcc 
2341 aaagtatgaa gtatttgatc tacaatttaa taaatagtaa atccaataag aacccttaaa 



2401 aaaaaacaac ttccagaaaa tgtttagagt gttttagttt tcatttgttg tatgtgccca 
2461 aatggtttag tagttcttca ctttgctgtg gttggcttaa gaggtttgtc ttttgttttt 
2521 gtacagcagt tgggccaacc tttgctggct gtcagctgtg gttcttattt gactaaggct 
2581 ctgcgctgcc attttgtcaa tgacagaaag attgcaatta tttgtttttc tactttgaag 
2641 ctatgggagc gatggtaatt tcaatcttga gcaggatatc tttttttttt tttttgaggc 
2701 gatgtttcac tcttgtgtcc aggctggagt gcagtggcac tatcttggct tactgcaacc 
2761 tccacctcct gggttcaagt gattctcctg cctcagcctc ccgagtagct gggattagag 
2821 gcgtgtgcca ccatgcctgg ctaatttttg tagtattagt agagacaggg tttcaccatg 
2881 ttggtcaggc tcaggctggt ctcaaactcc tgacctcagg tgatccacct gcctcggcct 
2941 cccaaagtgc agggcttaca ggtgtgagcc acagtgccca gctttttttt ttttttttta 
3001 gaaataaatt tatctttaac atagagaata tcaaagttat gccacttgat tttagtggac 
3061 ggcttgtgtt ttgatcttga ccagtacagt tcccatgaat tcaaggtgac aatcaagccc 
3121 aatggcttga tgacttcaat agtaaccaag tcaaggttct cttggctgga catcattaag 
3181 aaagttctgg aaactgtgtt tgtttgatgc tggttcattg gacttttcaa attgttttgt 
3241 ttctgtgtcc ctaccagaca caaagatgaa gtgtgccagc tggttccccc aagccagctc 
3301 atgctgctga ccactgactc agctctgacc ttcacatttg ctctgaagca agtgcgttca 
3361 gctgctgggg cagtgatatc acatagtaca tatattattt ccttagttta tttccaaact 
3421 ggtattttaa atagacactt cgaactttgg gctactctgt ttaaatctgc cactttctgg 
3481 actggacctt agtactgtaa attcttttta aagaataata atgttaccaa ctgctgagat 
3541 ttttatgtat tttgtgactt tgtaacaact gctattgtaa taagtgtcat cttgtgggca 
3601 ttatacaaag gcatattata aaataataat gatatttttg tatagaagag tcaactgttc 
3661 agatgtaaga tgttgaaaaa tgttaaaatc taaagagtaa tttatcctag tggtaatggt 
3721 tatatgtatt tgtacagttt aaattaatgt ctcaaagctg tgcagtcttt tgttactggg 
3781 acacttttaa actctgaata ggcattaaaa aaaatatggc taa 



Protein ID: NP_005897 
Protein GI: 11496279 
Sequence: 

MNRYTTMRQLGDGTYGSVLMGKSNESGELVAIKRMKRKFYSWDE 
CMNLREVKSLKKLNHANVIKLKEVIRENDHLYFIFEYMKENLYQLMKDRNKLFPESVI 
RNIMYQILQGLAFIHKHGFFHRDMKPENLLCMGPELVKIADFGLARELRSQPPYTDYV 
STRWYRAPEVLLRSSVYSSPIDVWAVGSIMAELYMLRPLFPGTSEVDEIFKICQVLGT 



PKKSDWPEGYQLASSMNFRFPQCVPINLKTLIPNASNEAIQLMTEMLNWDPKKRPTAS 

QALKHPYFQVGQVLGPSSNHLESKQSLNKQLQPLESKPSLVEVEPKPLPDIIDQWGQ 

PQPKTSQQPLQPIQPPQNLSVQQPPKQQSQEKPPQTLFPSIVKNMPTKPNGTLSHKSG 

RRRWGQTIFKSGDSWEELEDYDFGASHSKKPSMGVFKEKRKKDSPFRLPEPVPSGSNH 

STGENKSLPAVTSLKSDSELSTAPTSKQYYLKQSRYLPGVNPKKVSLIASGKEINPHT 

WSNQLFPKSLGPVGAELAFKRSNAGNLGSYATYNQSGYIPSFLKKEVQSAGQRIHLAP 

LNATASEYTWNTKTGRGQFSGRTYNPTAKNLNIVNRAQPIPSVHGRTDWVAKYGGHR n 



G Protein Coupled Receptor 86 

Nucleotide Accession No. AF295368 
G.I. 12711484 

1 aacagtattt tccttttcaa cacatctatt gaaagtgttg gataaatgca ggatgttaat 

61 atgctataaa cataaagtct gtttttaaaa aatagcattt gaaaatcatg aagggctttt 

121 tgttttcttt tgtttgtata tatgtttatt ggtaacaggt gacactggaa gcaatgaaca 

181 ccacagtgat gcaaggcttc aacagatctg agcggtgccc cagagacact cggatagtac 

241 agctggtatt cccagccctc tacacagtgg ttttcttgac cggcatcctg ctgaatactt 

301 tggctctgtg ggtgtttgtt cacatcccca gctcctccac cttcatcatc tacctcaaaa 

361 acactttggt ggccgacttg ataatgacac tcatgcttcc tttcaaaatc ctctctgact 

421 cacacctggc accctggcag ctcagagctt ttgtgtgtcg tttttcttcg gtgatatttt 

481 atgagaccat gtatgtgggc atcgtgctgt tagggctcat agcctttgac agattcctca 

541 agatcatcag acctttgaga aatatttttc taaaaaaacc tgtttttgca aaaacggtct 

601 caatcttcat ctggttcttt ttgttcttca tctccctgcc aaatatgatc ttgagcaaca 

661 aggaagcaac accatcgtct gtgaaaaagt gtgcttcctt aaaggggcct ctggggctga 

721 aatggcatca aatggtaaat aacatatgcc agtttatttt ctggactgtt tttatcctaa 

781 tgcttgtgtt ttatgtggtt attgcaaaaa aagtatatga ttcttataga aagtccaaaa 

841 gtaaggacag aaaaaacaac aaaaagctgg aaggcaaagt atttgttgtc gtggctgtct 

901 tctttgtgtg ttttgctcca tttcattttg ccagagttcc atatactcac agtcaaacca 

961 acaataagac tgactgtaga ctgcaaaatc aactgtttat tgctaaagaa acaactctct 

1021 ttttggcagc aactaacatt tgtatggatc ccttaatata catattctta tgtaaaaaat 

1081 tcacagaaaa gctaccatgt atgcaaggga gaaagaccac agcatcaagc caagaaaatc 

1 141 atagcagtca gacagacaac ataaccttag gctgacaact gtacataggg ttaacttcta 

1201 tttattgatg agacttccgt agataatgtg gaaatcaaat ttaaccaaga aaaaaagatt 

1261 ggaacaaatg ctctcttaca ttttattatc ctggtgtaca gaaaagatta tataaaattt 

1321 aaatccacat agatctattc ataagctgaa tgaaccatta ctaagagaat gcaacaggat 

1381 acaaatggcc actagaggtc attatttctt tctttctttt tttttttttt aatttcaaga 

1441 gcatttcact ttaacatttt ggaaaagact aaggagaaac gtatatccct acaaacctcc 

1501 cctccaaaca ccttctcaca ttcttttcca caattcacat aacactactg cttttgtgcc 

1561 ccttaaatgt agatatgtgc tgaaagaaaa aaaaaacgcc caactcttga agtccattgc 

1621 tgaaaactgc agccaggggt tgaaagggat gcagacttga agagtctgag gaactgaagt 

1681 gggtcagcaa gacctctgaa atcctgggta aaggattttc tccttacaat tacaaacagc 

1741 ctctttcaca ttacaataat ataccatagg aggcacaagc accattatta agccactttg 

1801 cttacacctt aagtgtgtac aattcaagtg tgagaatgct gtgttaacta ttctttggaa 

1861 ttctccttct gtccagcaaa tactctaatg atggttaaac atggcaccta ctcagcaatg 

1921 ccttcctgga ccacaacccc tatccccctg ccccaccctc ctcattaaaa acaaatactt 

1981 ctactgtttg ggtgtgtgat agggttctca atgcagatct cccttttcta gttagctata 

2041 ttcttgactg catccgctaa aaatgttaaa gcttcttgag agacagacat gccagatttt 

2101 cttggtatct cccataatac gacctacagt ccatggtcta cagatgtttt aaatagaatt 

2161 gctattctcg atacatacaa agacgtaatt gctgacccac aatcagtaac atccatattg 

2221 ggagattttt caaaggatgg tgaccctgct tgtatttatt taccttggta ttttttcttg 

2281 catccttctg tgattcaaaa aagtaaaatg tggctttctg aaatgatgga taagagtcta 



2341 catcttctag aaaaaataca taaaggagta gttaagctct gtaaatgtgc cacgagctcc 
2401 aacacgacca tcgtagggtg aagcccacgt tttcttccat ggcctcaaag gccctagaac 
2461 ttgcctacct ttctggcctt acctcctagc tacttatcca tctcttgaac tttatactct 
2521 tgtataaatt tctaactttc agaaaatgcc atactctgtt ttggcaccac acatgtatat 
2581 ttccccctgg tacacttgga agactcttat ccatctgtga aaccctatgt tgtcatcact 
2641 tggtccatga aatattacct ggccaatatc ccaccatcac ctcaaaccca atcaccccct 
2701 cctctgtatg ctgtcacacc tatattatta aacttatcac attgcattgt aattacttcc 
2761 tgacctttgt atctactctt ttagtaactg atgtatatat ctgaaaggag agattgtttc 
2821 attgtgcaat caataaatgt ttgataaaat aaagccc 

Protein I.D. AAK01864 
Protein G.I. 12711485 

Sequence: 

MNTTVMQGFNRSERCPRDTRIVQLVFPALYTWFLTGILLNTLA 

LWVFVHIPSSSTFIIYLKNTLVADLIMTLMLPFKILSDSHLAPWQLRAFVCRFSSVIF 

YETMYVGIVLLGLIAFDRFLKIIRPLRNIFLKKPVFAKTVSIFIWFFLFFISLPNMIL 

SNKEATPSSVKKCASLKGPLGLKWHQMVNNICQFIFWWFILMLVFYWIAKKVYDSY 

RKSKSKDRKNNKKLEGKVFVWAVFFVCFAPFHFARVPYTHSQTNNKTDCRLQNQLFI 

AKETTLFLAATNICMDPLIYIFLCKKFTEKLPCMQGRKTTASSQENHSSQTDNITLG 



PCTAIRE Protein Kinase 3 



Nucleotide Accession No. X66362 

G.L 297101 

Sequence 

1 aagaggctct ctctgcccat ggatatccgc ctgccccagg aattcctaca gaagctacag 
61 atggagagcc cagatctgcc caagccgctc agccgcatgt cccgccgggc ctccctgtca 
121 gacattggct ttgggaaact ggaaacatac gtgaaactgg acaaactggg agagggcacc 
181 tatgccacag tcttcaaagg gcgcagcaaa ctgacggaga accttgtggc cctgaaagag 
241 atccggctgg agcacgagga gggagcgccc tgcactgcca tccgagaggt gtctctgctg 
301 aagaacctga agcacgccaa tattgtgacc ctgcatgacc tcatccacac agatcggtcc 
361 ctcaccctgg tgtttgagta cctggacagt gacctgaagc agtatctgga ccactgtggg 
421 aacctcatga gcatgcacaa cgtcaagatt ttcatgttcc agctgctccg gggcctcgcc 
481 tactgtcaca cccgcaagat cctgcaccgg gacctgaagc cccagaacct gctcatcaac 
541 gagagggggg agctgaagct ggccgacttt ggactggcca gggccaagtc agtgcccaca 
601 aagacttact ccaatgaggt ggtgaccctg tggtacaggc cccccgatgt gctgctggga 
661 tccacagagt actccacccc cattgctatg tggggcgtgg gctgcatcca ctacgagatg 
721 gccacaggga ggcccctctt cccgggctcc acagtcaagg aggagctgca cctcatcttt 
781 cgcctcctcg ggacccccac agaagagacg tggcccggcg tgaccgcctt ctctgagttc 
841 cgcacctaca gcttcccctg ctacctcccg cagccgctca tcaaccacgc gcccaggttg 
901 gatacggatg gcatccacct cctgagcagc ctgctcgtgt atgaatccaa gagtcgcatg 
961 tcagcagagg ctgccctgag tcactcctac ttccggtctc tgggagagcg tgtgcaccag 
1021 cttgaagaca ctgcctccat cttctccctg aaggagatcc agctccagaa ggacccaggc 
1081 taccgaggct tggccttcca gcagccagga cgagggaaga acaggcggca gagcatcttc 
1 141 tgagccacgc ccaccttgct gtggccaagg gacaagagac cacatggagc acaaattcgg 
1201 gtaggatgga gcctgtgtgg ccctcggagg actgaacaac ga 



Protein I.D: CAA47005 
Protein Gl 297102 
Sequence: 

KRLSLPMDIRLPQEFLQKLQMESPDLPKPLSRMSRRASLSDIGF 

GKLETYVKLDKLGEGTYATVFKGRSKLTENLVALKEIRLEHEEGAPCTAIREVSLLKN 

LKHANIVTLHDLIHTDRSLTLVFEYLDSDLKQYLDHCGNLMSMHNVKIFMFQLLRGLA 

YCHTRKILHRDLKPQNLLINERGELKLADFGLARAKSVPTKTYSNENA/TLWYRPPDVL 

LGSTEYSTPIAMWGVGCIHYEMATGRPLFPGSTVKEELHLIFRLLGTPTEETWPGVTA 

FSEFRTYSFPCYLPQPLINHAPRLDTDGIHLLSSLLVYESKSRMSAEAALSHSYFRSL 

GERVHQLEDTASIFSLKEIQLQKDPGYRGLAFQQPGRGKNRRQSIF 

G-Protein Coupled Receptor (BAI2) 

Nucleotide Accession No.: NM_001703 

GI: 4502356 

Sequence 

1 gccgcgcggg agagcgggag cctcggccct ccgcgcggct gcagctacct accctgcgcc 
61 cggccaggtc cccgacttag ggatggcaaa cttgcgcccc gtggccgccc ccgccagcgc 
121 cggcccccgc tcctgctgct gacggcgccc aggaaatcca cagcagtgat acatgtgacg 
181 tccacactga cagtgccctc ctgtgggcat ggctcaggtt gtgcgcagtt cctggcacac 
241 tggctgtaac tccgcccctt tctctccctc tcagtaaagc aagattacgc ggtgacatgc 
301 ctcacagctg atcacgacac acggggatgg agagcaagag ttatggagaa tacaggttgg 
361 atgggcaagg gacataggat gaccccagcc tgtcccctct tactgtctgt gattctgtcc 
421 ctgcgcctgg ccaccgcctt cgaccccgcc cccagtgcct gctctgccct ggcctcgggt 
481 gtgctctacg gggccttctc gctgcaggac ctctttccta ccatcgcctc gggctgctcc 
541 tggaccctgg agaaccctga ccccaccaag tactccctct acctgcgctt caaccgccag 
601 gagcaggtgt gcgcacactt tgccccccgc ctgctgcccc tggaccacta cctggtcaac 
661 tttacctgcc tgcggcctag ccccgaggag gcggtggccc aggcggagtc agaggtgggg 
721 cggccagaag aggaggaggc agaggcggca gcggggttgg agctgtgcag cggctcaggc 
781 ccctttacct tcctgcactt cgacaagaac ttcgtgcagc tgtgcctgtc ggctgagccc 
841 tccgaggccc cgcgcctgct ggcgcccgct gccctagcct tccgctttgt cgaggtcttg 
901 ctcatcaaca acaacaactc tagccaattc acctgtggtg tgctctgccg ctggagtgag 
961 gagtgtggcc gcgctgccgg cagggcctgc ggctttgctc agccaggctg cagctgccct 
1021 ggagaggcgg gggccggctc caccaccacc acatctccag gccctcctgc tgcccacacc 



1081 ctgtccaatg ccctggtgcc cgggggccca gccccacctg ctgaggccga tttgcactcg 
1141 gggagcagca atgatctgtt cacaaccgag atgagatatg gtgaggagcc ggaagaggaa 
1201 ccgaaagtga aaacccagtg gccgaggtct gcagatgagc ctgggctata catggcgcag 
1261 acaggcgacc cggcggctga ggagtggtcc ccgtggagcg tgtgttccct gacgtgtggg 
1321 cagggtctgc aggtgcggac ccgctcctgt gtgtcctccc cctatgggac cctgtgcagc 
1381 gggcccctgc gggagaccag gccctgcaac aattcagcca cctgcccagt gcacggcgtg 
1441 tgggaggagt gggggtcctg gagcctgtgc tcccgcagct gcgggcgggg gtcccggagc 
1501 cggatgcgga cctgcgtgcc cccccagcac ggcggcaagg cctgcgaggg tcctgagctg 
1561 cagactaagc tctgcagtat ggctgcctgc ccggtggaag gccagtggtt agaatggggt 
1621 ccctggggcc catgctccac gtcctgtgcc aatgggaccc aacagcgcag ccggaagtgc 
1681 agcgtggcgg gcccagcctg ggccacatgc acgggtgccc tcactgacac ccgggagtgc 
1741 agcaacctcg agtgcccggc cactgatagc aagtgggggc catggaatgc gtggagcctg 
1801 tgctctaaga cgtgtgacac aggctggcag cgccgcttcc gcatgtgcca ggccacgggc 
1861 acgcagggct acccctgcga gggcaccgga gaggaggtga agccttgtag tgagaagagg 
1921 tgtccagcct tccatgagat gtgcagggat gagtacgtga tgctgatgac gtggaagaag 
1981 gcagctgctg gcgagatcat ctacaacaag tgccccccga atgcctcagg gtctgccagc 
2041 cgccgctgtc tcctcagtgc ccaaggcgtg gcgtactggg ggctgcccag ctttgctcgc 
2101 tgcatctccc atgagtaccg ctacctgtat ctgtcactta gggagcacct ggccaagggg 
2161 cagcgcatgc tggcaggcga gggcatgtcg caggtggtgc gcagcctgca ggagctactg 
2221 gcccggcgca cctactatag tggggacctg ctcttctctg tggacattct gaggaatgtc 
2281 actgacacct ttaagagggc cacctacgtg ccctcggctg atgatgtgca gcgcttcttc 
2341 caggtggtga gcttcatggt ggatgcggaa aacaaggaga agtgggacga tgctcagcag 
2401 gtgtcccctg gctctgtgca cctgctccgt gtcgtggagg acttcattca cctggtgggc 
2461 gatgctctca aggccttcca gagctctctg attgtcacag ataatctagt gatcagcatt 
2521 cagcgagagc ccgtctcagc tgtgtccagt gacatcacgt tccccatgcg gggccgccgg 
2581 ggcatgaagg actgggtgcg gcactcagag gaccgcctct tcctgcccaa ggaggtgctc 
2641 agcctctcct ccccagggaa gccagccaca tctggggcag caggcagccc tggcaggggg 
2701 aggggcccag gaacggtgcc tcctggccca ggccactccc accagcgcct cctcccagca 
2761 gaccctgatg agtcctccta ctttgtgatc ggtgctgtac tctaccgcac ccttggcctc 
2821 atcctgccgc ctcccaggcc cccgctggcc gtcacatccc gggtgatgac agtgactgtg 
2881 cgccccccta cccagcctcc agctgagccc ctcatcactg tggagctctc ctacatcatc 



2941 aatgggacca cggatcccca ttgcgccagc tgggactact ccagagcaga tgccagctca 
3001 ggagactggg acactgaaaa ttgccagacc ctggagaccc aggcagctca cacccgctgc 
3061 cagtgccagc acctgtccac ctttgctgta ctagcccagc cgcccaagga cctgaccctg 
3121 gagctggcgg gctccccctc ggtccccctg gtgatcggct gtgcagtgtc gtgcatggcg 
3181 ctgctcaccc tgctcgccat ctatgccgcc ttttggaggt tcataaaatc tgaacgctcc 
3241 atcatcttgc tgaacttctg cctgtccatc ttggcatcca acatcctgat cctcgtgggc 
3301 cagtcccggg tgctgagcaa gggcgtgtgc accatgacgg ctgccttcct gcacttcttc 
3361 tttctctcct ccttttgctg ggtgcttacc gaggcctggc agtcctacct ggctgtcatt 
3421 gggcggatgc gcacccgcct cgttcgcaag cgcttcctct gcctgggctg gggtctgcct 
3481 gccctggtgg tggccgtgtc tgttggcttt acccgaacga aaggatacgg tacatccagc 
3541 tactgctggc tctccctgga gggcggcctg ctctacgcct ttgtgggccc tgcagccgtc 
3601 attgtcctgg tgaacatgct catcggaatc atcgtcttca acaagctcat ggcacgtgat 
3661 ggcatctccg acaaatccaa gaagcagagg gccgggtcgg agcggtgccc ctgggccagc 
3721 ctgctcctcc cctgctcagc gtgtggagcg gtccccagcc ccctgctcag ctcagcctcg 
3781 gccaggaacg ccatggcctc actctggagc tcctgcgtgg tgctgcccct gctggcgctc 
3841 acctggatgt ctgccgtcct ggctatgaca gaccgccgtt ccgtcctctt ccaggccctc 
3901 tttgctgtct tcaactccgc gcagggcttt gtcatcactg ctgtgcactg cttcctgcgc 
3961 cgagaggtcc aggatgtggt gaagtgccag atgggggtgt gccgggctga tgagagcgaa 
4021 gactcccctg actcgtgtaa gaacgggcag ctgcagatcc tgtcagactt tgaaaaggat 
4081 gtggatctgg cttgtcaaac agtgctgttc aaggaggtca acacttgcaa cccgtccacc 
4141 atcacgggca cactatcccg cctgtccctg gatgaggatg aggagcccaa gtcctgcctc 
4201 gtgggccctg agggcagcct cagcttctca ccactgcctg ggaatatcct ggtgcccatg 
4261 gcagcctcac cagggctggg ggagcctccg cccccacagg aggccaaccc tgtttacatg 
4321 tgtggggagg gtggcctgcg gcagctggac ctcacatggc tgcggcccac tgagccaggc 
4381 tctgagggag actacatggt gctgccccgg cggactttga gcctgcagcc tggcggtggg 
4441 ggtggaggtg gtgaggatgc ccccagggcc cggcccgagg ggaccccccg gcgagctgcc 
4501 aagacagtgg cccacactga aggctacccc agcttcctgt ccgtggacca ctcgggcctg 
4561 gggctgggcc ctgcctatgg atctctccag aatccctatg gaatgacctt ccaaccgcca 
4621 ccgccgacac ccagcgcccg ccaagtgccc gagccagggg agcgcagccg gaccatgcct 
4681 cgcaccgtgc ccggctctac catgaagatg ggctccctgg agcgaaagaa attacggtat 
4741 tcagacctgg actttgaggt gatgcacacc cggaaacggc attcagaact ctaccacgag 



4801 ctcaaccaga agttccacac tttcgaccgc taccgcagcc agtccacggc caagagggag 
4861 aagcggtgga gtgtgtcctc gggtggggcg gccgagcgga gcgtgtgcac cgataagccc 
4921 agccctgggg agcgccccag cttgtcccaa catcggcgcc atcagagctg gagcaccttc 
4981 aaatctatga cactgggctc gctgcccccc aagccccgag aacggctgac tctgcaccgg 
5041 gcagcagcct gggagcccac agaaccaccg gatggtgact tccagacaga ggtgtgagtg 
5101 ccacgctgga ctgcccactg catataaata tatatatctc tctattttca cactccactt 
5161 tggaactacc caggagccag cgccctctcc cctctcccga gggctgggca gggaggcgcc 
5221 gtggactcag ccaggctggg ggagccggac atggcttggc ctggggtccc agggcccttc 
5281 cttgtttctc agaggcccct cagccactgg aaccccatct tcagcccagc ctgtccgtcc 
5341 ctgtcccggg ctggggaggg gggaggggaa ctttgttggg aataaacttc actctgtgg 

// 



Protein ID: NP_001694 
Protein GI: 4502357 

MTPACPLLLSVILSLRLATAFDPAPSACSALASGVLYGAFSLQD 

LFPTIASGCSWTLENPDPTKYSLYLRFNRQEQVCAHFAPRLLPLDHYLVNFTCLRPSP 

EEAVAQAESEVGRPEEEEAEAAAGLELCSGSGPFTFLHFDKNFVQLCLSAEPSEAPRL 

LAP AALAF RFVEVLLINNNNSSQFTCGVLCRWSEECGRAAGRACGFAQPGCSCPGEAG 

AGSTTTTSPGPPAAHTLSNALVPGGPAPPAEADLHSGSSNDLFTTEMRYGEEPEEEPK 

VKTQWPRSADEPGLYMAQTGDPAAEEWSPWSVCSLTCGQGLQVRTRSCVSSPYGTLCS 

GPLRETRPCNNSATCPVHGVWEEWGSWSLCSRSCGRGSRSRMRTCVPPQHGGKACEGP 

ELQTKLCSMAACPVEGQWLEWGPWGPCSTSCANGTQQRSRKCSVAGPAWATCTGALTD 

TRECSNLECPATDSKWGPWNAWSLCSKTCDTGWQRRFRMCQATGTQGYPCEGTGEEVK 

PCSEKRCPAFHEMCRDEYVMLMTWKKAAAGEIIYNKCPPNASGSASRRCLLSAQGVAY 

WGLPSFARCISHEYRYLYLSLREHLAKGQRMLAGEGMSQWRSLQELLARRTYYSGDL 

LFSVDILRNVTDTFKRATYVPSADDVQRFFQWSFMVDAENKEKWDDAQQVSPGSVHL 

LRWEDFIHLVGDALKAFQSSLIVTDNLVISIQREPVSAVSSDITFPMRGRRGMKDWV 

RHSEDRLFLPKEVLSLSSPGKPATSGAAGSPGRGRGPGTVPPGPGHSHQRLLPADPDE 

SSYFVIGAVLYRTLGLILPPPRPPLAVTSRVMTVTVRPPTQPPAEPLITVELSYIING 

TTDPHCASWDYSRADASSGDWDTENCQTLETQAAHTRCQCQHLSTFAVLAQPPKDLTL 

ELAGSPSVPLVIGCAVSCMALLTLLAIYAAFWRFIKSERSIILLNFCLSILASNILIL 

VGQSRVLSKGVCTMTAAFLHFFFLSSFCWVLTEAWQSYLAVIGRMRTRLVRKRFLCLG 

WGLPALWAVSVGFTRTKGYGTSSYCWLSLEGGLLYAFVGPAAVIVLVNMLIGIIVFN 

KLMARDGISDKSKKQRAGSERCPWASLLLPCSACGAVPSPLLSSASARNAMASLWSSC 

WLPLLALTWMSAVLAMTDRRSVLFQALFAVFNSAQGFVITAVHCFLRREVQDWKCQ 

MGVCRADESEDSPDSCKNGQLQILSDFEKDVDLACQTVLFKEVNTCNPSTITGTLSRL 

SLDEDEEPKSCLVGPEGSLSFSPLPGNILVPMAASPGLGEPPPPQEANPVYMCGEGGL 

RQLDLTWLRPTEPGSEGDYMVLPRRTLSLQPGGGGGGGEDAPRARPEGTPRRAAKTVA 

HTEGYPSFLSVDHSGLGLGPAYGSLQNPYGMTFQPPPPTPSARQVPEPGERSRTMPRT 

VPGSTMKMGSLERKKLRYSDLDFEVMHTRKRHSELYHELNQKFHTFDRYRSQSTAKRE 

KRWSVSSGGAAERSVCTDKPSPGERPSLSQHRRHQSWSTFKSMTLGSLPPKPRERLTL 

HRAAAWEPTEPPDGDFQTEV" 



GTPase regulator associated with focal adhsion kinase pp125 

(GRAF) 



Nucleotide Accession No: NM 015071 

GI: 7662207 

Sequence: 

1 gcccgggcag gtggttgcag cattgcagaa gagaaaagta gtttgttggc agagaatcag 
61 gtattaatgg aaagactcaa tcaatctgat tctatagaag accctaacag tccagcagga 
121 agaaggcatt tgcagctcca gactcaatta gaacagctcc aagaagaaac attcagacta 
181 gaagcagcca aagatgatta tcgaatacgt tgtgaagagt tagaaaagga gatctctgaa 
241 cttcggcaac agaatgatga actgaccact ttggcagatg aagctcagtc tctgaaagat 
301 gagatcgacg tgctgagaca ttcttctgat aaagtatcta aactagaagg tcaagtatca 
361 ctagaattca gcggccgctg aattctaggg aggcgcgccc cccggctggg cgccgcgcgc 
421 accatggggc tcccagcgct cgagttcagc gactgctgcc tcgatagtcc gcacttccga 
481 gagacgctca agtcgcacga agcagagctg gacaagacca acaaattcat caaggagctc 
541 atcaaggacg ggaagtcact cataagcgcg ctcaagaatt tgtcttcagc gaagcggaag 
601 tttgcagatt ccttaaatga atttaaattt cagtgcatag gagatgcaga aacagatgat 
661 gagatgtgta tagcaaggtc tttgcaggag tttgccactg tcctcaggaa tcttgaagat 
721 gaacggatac ggatgattga gaatgccagc gaggtgctca tcactccctt ggagaagttt 
781 cgaaaggaac agatcggggc tgccaaggaa gccaaaaaga aatatgacaa agagacagaa 
841 aagtattgtg gcatcttaga aaaacacttg aatttgtctt ccaaaaagaa agaatctcag 
901 cttcaggagg cagacagcca agtggacctg gtccggcagc atttctatga agtatccctg 
961 gaatatgtct tcaaggtgca ggaagtccaa gagagaaaga tgtttgagtt tgtggagcct 
1021 ctgctggcct tcctgcaagg actcttcact ttctatcacc atggttacga actggccaag 
1081 gatttcgggg acttcaagac acagttaacc attagcatac agaacacaag aaatcgcttt 
1141 gaaggcacta gatcagaagt ggaatcactg atgaaaaaga tgaaggagaa tccccttgag 
1201 cacaagacca tcagtcccta caccatggag ggatacctct acgtgcagga gaaacgtcac 
1261 tttggaactt cttgggtgaa gcactactgt acatatcaac gggattccaa acaaatcacc 
1321 atggtaccat ttgaccaaaa gtcaggagga aaagggggag aagatgaatc agttatcctc 
1381 aaatcctgca cacggcggaa aacagactcc attgagaaga ggttttgctt tgatgtggaa 
1441 gcagtagaca ggccaggggt tatcaccatg caagctttgt cggaagagga ccggaggctc 
1501 tggatggaag ccatggatgg ccgggaacct gtctacaact cgaacaaaga cagccagagt 
1561 gaagggactg cgcagttgga cagcattggc ttcagcataa tcaggaaatg catccatgct 
1621 gtggaaacca gagggatcaa cgagcaaggg ctgtatcgaa ttgtgggggt caactccaga 
1681 gtgcagaagt tgctgagtgt cctgatggac cccaagactg cttctgagac agaaacagat 
1741 atctgtgctg aatgggagat aaagaccatc actagtgctc tgaagaccta cctaagaatg 
1801 cttccaggac cactcatgat gtaccagttt caaagaagtt tcatcaaagc agcaaaactg 
1861 gagaaccagg agtctcgggt ctctgaaatc cacagccttg ttcatcggct cccagagaaa 
1921 aatcggcaga tgttacagct gctcatgaac cacttggcaa atgttgctaa caaccacaag 
1981 cagaatttga tgacggtggc aaaccttggt gtggtgtttg gacccactct gctgaggcct 
2041 caggaagaaa cagtagcagc catcatggac atcaaatttc agaacattgt cattgagatc 
2101 ctaatagaaa accacgaaaa gatatttaac accgtgcccg atatgcctct caccaatgcc 
2161 cagctgcacc tgtctcggaa gaagagcagt gactccaagc ccccgtcctg cagcgagagg 
2221 cccctgacgc tcttccacac cgttcagtca acagagaaac aggaacaaag gaacagcatc 
2281 atcaactcca gtttggaatc tgtctcatca aatccaaaca gcatccttaa ttccagcagc 
2341 agcttacagc ccaacatgaa ctccagtgac ccagacctgg ctgtggtcaa acccacccgg 
2401 cccaactcac tccccccgaa tccaagccca acttcacccc tctcgccatc ttggcccatg 
2461 ttctcggcgc catccagccc tatgcccacc tcatccacgt ccagcgactc atcccccgtc 
2521 aggtctgttg cagggtttgt ttggttttct gttgctgccg ttgttctctc attggctcgg 
2581 tcctctcttc atgcagtgtt cagcctcctc gtcaactttg ttccctgcca tccaaacctg 
2641 cacttgcttt ttgacaggcc agaagaagcg gtacatgaag actccagcac accgttccgg 
2701 aaggcaaaag ccttgtatgc ctgcaaagct gaacatgact cagaactttc gttcacagca 



2761 ggcacggtct tcgataatgt tcacccatct caggagcctg gctggttgga ggggactctg 
2821 aacggaaaga ctggcctcat ccctgagaat tacgtggagt tcctctaacc gtgggcccca 
2881 gcagaactgc tgagctttac atggtatcca tgacaactgc tgattccagt gtcgaggcca 
2941 tttctctttg ccactgagaa atgcagcgtg actgactctg ttgctacctg tcaacatgaa 
3001 tgtttctgtg agctctggtg tcactcatct ccatgatcat ctcagccaac atgcatcagt 
3061 actgcaagaa aagaagtcaa tcagcagagg agagcatttg ataactaaga ggaagacttg 
3121 caaagccgtt ttctcatgag taccctgaat agggggcact cattttgttt caacggtcca 
3181 aacgcccaac cttcagaaag aggaagtcag atagaaatag tccctgagag cacactgtgt 
3241 agctaagcct gctggggctg ggtgaagaaa ttggcgctga gatccaggct ggatccattg 
3301 cttttgttta caataggcac tctctctacc ccacctctca gtacttgaga cttaaagtgc 
3361 tacaggcagc tggatctgtt tgcatgcagg atgaagaggg ttaaaacact gtttatataa 
3421 gatccaatct ctcaccatct ctaaagcagc cgttggcctg tcatcagtga gatacaatcc 
3481 agtcttctca tgcacgggaa cacacacacc ctgcgtttct ccctcccagg ctaggaacct 
3541 ctctgccacc aagggctgcc atccatcgcc tagtaaccac ggcaacccaa cctactctaa 
3601 aaccaaacca aaaaaataaa ataacacatc ctctttgcat gacacatttt ttttctcccc 
3661 tttttggtac actttttttg aatggttttc taacaacttg aagcacagga tcaaggaatt 
3721 agggtggtct acttgaggca gatgggatag tagctgggaa ctgttccctt tctgattaat 
3781 ttcagcagca tcggaatata tttggagcac accctagtaa cctcttgaga ttaaattaca 
3841 tagtcttaat atttctgttc ctccatgcaa ctgatgtttg ttttttaaag ggtaagatgc 
3901 tgcctcccaa tgggtgatgc catctgactg gtttccccat gtcctcccat tcacccatct 
3961 ctgctcccac ccttgcctgc ctctaaccca ccactggcca gcccccttgc cctactctgg 
4021 gctgctgaac actggtgctg tggtggtttt caaggttaat tcctaggcta accgtatggc 
4081 ctatagttta aaagcacatc tatgttcact gccactctga aaaagggaat tatttctcag 
4141 tctttcaagg cttgagacta atataggcca ttgtgattca ggaagaaacc caaggttgga 
4201 gggtgggatg agtaccctct gaaaaaggga atttgctggt gaaaagaggc tggatcttgt 
4261 ggaagactgt cttggatggg gaagtactac ctggagattt caaattcact tggcctgcaa 
4321 acaacagagt tatccgtatc ttccacatgt gaatgtcatt gcaagggtga ctctagacaa 
4381 actacaaacc gatggaccgt caagctcccc aggagcccct tggatggcag cgttgcttca 
4441 gagtgtttcc tgtttctgga attccttgtt agggaacttt aaagaagaaa agaaaaactt 
4501 gaattgtgtt gaattactgt atcttttact tttttttttt gaaaagataa acttgtaaat 
4561 agagtgattt gaaatactat atggcaaagt tttatatttg atattcttta agttagttgc 
4621 tcacacactt aggctttgat tgctgaagaa gtatgtttaa gagggagaga ggggaggcaa 
4681 agctgaagag agtcaaggtc actgtccccg cttcggcctg aaggaaagag aagacatttc 
4741 tatggccttg ctctctgctg tcctgttggt gggcacgaca catcagtggt gttcagtctt 
4801 tatgtgtttt taagcatccc ttgggctttg gatttggaga tgggaagagc atctccaggc 
4861 aatgagtttt tcaaagaatg cctacttagt agtaagatga agctcaggat ttaaataagt 
4921 ggggtcaggc attcgagttt ttgtctttct tctcaggtgt atttcttggt acccccaaga 
4981 tatcaggcca gaaagagatg agtcagttgc tgtgctcttt acttcttttt ctccacatct 
5041 tctgaggctt tagaaatgtg gacaagctag ttttcaaatt ttgtgtgcgt ctgtaagttc 
5101 ttaaagaacc agcttcttag aatgttcagt tctcaatgtg ctgctgcttt cccttctcct 
5161 aaacatttta aaactcttcc ctttcacctc caattcccgt gatcccaaaa gaagaggaag 
5221 actccaggag gggtatagat tgtgccgtca tagctttaca ggtggtttta aagttagcag 
5281 gggtttgtca tggtgattca ctactcagtt tatcagctca aggattatac agctcttttc 
5341 cgggaactca cccaggagca agcgagacac taccattgaa tcagggaatg agaattaaga 
5401 atggacagga ccaagacaga actcaagaaa gccactgggg aaaactcgag aagaaaggga 
5461 gtatactagt aggttagatc tgtgaacctg aggacaagaa gaccttggga aatggaggcc 
5521 tcaggggatg tgcattcaca tactattacg cttctcaaag agagaccaac atcatgcttt 
5581 taacacattt gatgaggttt tttatttgtg tttttgtttg ttttttgaga tggagtctca 
5641 ctctgtggcc caggctggag tgcagtggcg cggtcttggc tcactgcaac ctccgcctcc 
5701 cgggttcaag tgattctcct gtctcagcct cccaagtagc tgggactgca ggcatgagcc 
5761 atcacacccg gctggttttt tgtgttttta gtagagatgg ggttttgcca tgtttgccgg 
5821 gctgatctcg aactcctgac ctcaagtgat ctgcccactt cggaccccca aagtgctggg 
5881 attccaggtg tgagccgctg cggccgacca catttgatgt ttgaagttgt aatctgtccc 
5941 atcataaact tacctggagc tcatgtggag gaacagaagg ccaagatcct tgctttgggg 
6001 gtgcctcacg aagcatccct gtagacactt ggccccagct tcactgcttg gaagcatgtc 
6061 cctccctctt gagttggctc tgatttgaaa tcgggagaaa cagagctgct gccaatggga 



6121 tcttttaggt aactccctcc ctagcttccg tgtgtctgtg cagtgcccat gagctgctgc 
6181 caatgggatc tttcaggtac cccctcccca gcttccctgt ggctgtgcgg tgcccttgac 
6241 agatggcttc tctgtttccc tttgcccagc caggctcccc tccttcctat tagctacaaa 
6301 actggataaa cttcagaata tgagccaatg agtaggaagg aacttgaaga ctaaagattt 
6361 tactctctcc cctatccatg ccccctacct ctgactctct ctgtgtgaac aggaaacttt 
6421 agggtagatg aggagaatga attggttatc agagtggaag accatggccc aggatccctg 
6481 agctttccca gtagcctcca gtttcctttg taagacccag ggatcactta gccatagcct 
6541 gaatctttta ggggtattaa ggtcagcctc tcactcttcc ttcaggttac taacaaaatt 
6601 tcgtagctaa agaatgccat ggccgggtgc agtggctcac gcctataatc ccagcacttt 
6661 gggaggccga ggcgggcgga tcacgaggtc aggagattga gaccatcctg gctacgacgg 
6721 tgaagccccg tctctgctaa gagtgcaaaa aattagccgg gtgtggtggc gggcgcctgt 
6781 agtcccagct actctggagg ctgaggcagg agaatggcat gagcccggga ggcggagatt 
6841 gcggtgagcc aagatcgcgc ccctgcactc cagcctgggt gacagagcca gactccgtct 
6901 caaagg 



Protein ID: NP_055886 
Protein Gl 7662208 
Sequence: 

MGLPALEFSDCCLDSPHFRETLKSHEAELDKTNKFIKELIKDGK 

SLISALKNLSSAKRKFADSLNEFKFQCIGDAETDDEMCIARSLQEFATVLRNLEDERI 

RMIENASEVLITPLEKFRKEQIGAAKEAKKKYDKETEKYCGILEKHLNLSSKKKESQL 

QEADSQVDLVRQHFYEVSLEYVFKVQEVQERKMFEFVEPLLAFLQGLFTFYHHGYELA 

KDFGDFKTQLTISIQNTRNRFEGTRSEVESLMKKMKENPLEHKTISPYTMEGYLYVQE 

KRHFGTSWVKHYCTYQRDSKQITMVPFDQKSGGKGGEDESVILKSCTRRKTDSIEKRF 

CFDVEAVDRPGVITMQALSEEDRRLWMEAMDGREPVYNSNKDSQSEGTAQLDSIGFSI 

IRKCIHAVETRGINEQGLYRIVGVNSRVQKLLSVLMDPKTASETETDICAEWEIKTIT 

SALKTYLRMLPGPLMMYQFQRSFIKAAKLENQESRVSEIHSLVHRLPEKNRQMLQLLM 

NHLANVANNHKQNLMTVANLGWFGPTLLRPQEETVAAIMDIKFQNIVIEILIENHEK 

IFNTVPDMPLTNAQLHLSRKKSSDSKPPSCSERPLTLFHTVQSTEKQEQRNSIINSSL 

ESVSSNPNSILNSSSSLQPNMNSSDPDLAWKPTRPNSLPPNPSPTSPLSPSWPMFSA 

PSSPMPTSSTSSDSSPVRSVAGFVWFSVAAWLSLARSSLHAVFSLLVNFVPCHPNLH 

LLFDRPEEAVHEDSSTPFRKAKALYACKAEHDSELSFTAGTVFDNVHPSQEPGWLEGT 

LNGKTGLIPENYVEFL" 



Serine/threonine kinase 6 (STK6) 



Nucleotide Accession No: NM_003600 

GI:4507274 

Sequence: 

1 ggaagacttg ggtccttggg tcgcaggtgg gagccgacgg gtgggtagac cgtgggggat 
61 atctcagtgg cggacgagga cggcggggac aaggggcggc tggtcggagt ggcggagcgt 
121 caagtcccct gtcggttcct ccgtccctga gtgtccttgg cgctgccttg tgcccgccca 
181 gcgcctttgc atccgctcct gggcaccgag gcgccctgta ggatactgct tgttacttat 
241 tacagctaga ggcatcatgg accgatctaa agaaaactgc atttcaggac ctgttaaggc 
301 tacagctcca gttggaggtc caaaacgtgt tctcgtgact cagcaaattc cttgtcagaa 
361 tccattacct gtaaatagtg gccaggctca gcgggtcttg tgtccttcaa attcttccca 



421 gcgcgttcct ttgcaagcac aaaagcttgt ctccagtcac aagccggttc agaatcagaa 
481 gcagaagcaa ttgcaggcaa ccagtgtacc tcatcctgtc tccaggccac tgaataacac 
541 ccaaaagagc aagcagcccc tgccatcggc acctgaaaat aatcctgagg aggaactggc 
601 atcaaaacag aaaaatgaag aatcaaaaaa gaggcagtgg gctttggaag actttgaaat 
661 tggtcgccct ctgggtaaag gaaagtttgg taatgtttat ttggcaagag aaaagcaaag 
721 caagtttatt ctggctctta aagtgttatt taaagctcag ctggagaaag ccggagtgga 
781 gcatcagctc agaagagaag tagaaataca gtcccacctt cggcatccta atattcttag 
841 actgtatggt tatttccatg atgctaccag agtctaccta attctggaat atgcaccact 
901 tggaacagtt tatagagaac ttcagaaact ttcaaagttt gatgagcaga gaactgctac 
961. ttatataaca gaattggcaa atgccctgtc ttactgtcat tcgaagagag ttattcatag 
1021 agacattaag ccagagaact tacttcttgg atcagctgga gagcttaaaa ttgcagattt 
1081 tgggtggtca gtacatgctc catcttccag gaggaccact ctctgtggca ccctggacta 
1141 cctgccccct gaaatgattg aaggtcggat gcatgatgag aaggtggatc tctggagcct 
1201 tggagttctt tgctatgaat ttttagttgg gaagcctcct tttgaggcaa acacatacca 
1261 agagacctac aaaagaatat cacgggttga attcacattc cctgactttg taacagaggg 
1321 agccagggac ctcatttcaa gactgttgaa gcataatccc agccagaggc caatgctcag 
1381 agaagtactt gaacacccct ggatcacagc aaattcatca aaaccatcaa attgccaaaa 
1441 caaagaatca gctagcaaac agtcttagga atcgtgcagg gggagaaatc cttgagccag 
1501 ggctgccata taacctgaca ggaacatgct actgaagttt attttaccat tgactgctgc 
1561 cctcaatcta gaacgctaca caagaaatat ttgttttact cagcaggtgt gccttaacct 
1621 ccctattcag aaagctccac atcaataaac atgacactct gaagtgaaag tagccacgag 
1681 aattgtgcta cttatactgg ttcataatct ggaggcaagg ttcgactgca gccgccccgt 
1741 cagcctgtgc taggcatggt gtcttcacag gaggcaaatc cagagcctgg ctgtggggaa 
1801 agtgaccact ctgccctgac cccgatcagt taaggagctg tgcaataacc ttcctagtac 
1861 ctgagtgagt gtgtaactta ttgggttggc gaagcctggt aaagctgttg gaatgagtat 
1921 gtgattcttt ttaagtatga aaataaagat atatgtacag acttgtattt tttctctggt 
1981 ggcattcctt taggaatgct gtgtgtctgt ccggcacccc ggtaggcctg attgggtttc 
2041 tagtcctcct taaccactta tctcccatat gagagtgtga aaaataggaa cacgtgctct 
2101 acctccattt agggatttgc ttgggataca gaagaggcca tgtgtctcag agctgttaag 
2161 ggcttatttt tttaaaacat tggagtcata gcatgtgtgt aaactttaaa tatgcaaata 
2221 aataagtatc tatgtctaaa aaaaaaaaaa aaa 



Protein ID: NPJ)0359L1 
Protein GI: 4507275 
Sequence: 

MDRSKENCISGPVKATAPVGGPKRVLVTQQIPCQNPLPVNSGQA 

QRVLCPSNSSQRVPLQAQKLVSSHKPVQNQKQKQLQATSVPHPVSRPLNNTQKSKQPL 

PSAPENNPEEELASKQKNEESKKRQWALEDFEIGRPLGKGKFGNVYLAREKQSKFILA 

LKVLFKAQLEKAGVEHQLRREVEIQSHLRHPNILRLYGYFHDATRVYLILEYAPLGTV 

YRELQKLSKFDEQRTATYITELANALSYCHSKRVIHRDIKPENLLLGSAGELKIADFG 

WSVHAPSSRRTTLCGTLDYLPPEMIEGRMHDEKVDLWSLGVLCYEFLVGKPPFEANTY 

QETYKRISRVEFTFPDFVTEGARDLISRLLKHNPSQRPMLREVLEHPWITANSSKPSN 

CQNKESASKQS" 



Serine/Threonine Kinase (ULK, ULK1) 

Nucleotide Accession No. NM 003565 



GI: 4507832 



Sequence: 

1 ggatccggat tcggattagc agcccgggaa gagtgccgtg gcacaggcgc cggagggagc 
61 gcgaccctcg gaccccgcct ggcccgcggg gctgggaccc ggccccggcc tgcccgatgg 
121 ggcgcgcggc cccggagatg cgccctcgcc cggccccgcg cccccggccc cgcgcccccg 
181 gcccgcccgc cccggcccgc gcctccgcct gagtcccccg cgccttggcc cgccaccccc 
241 cgccccgcgc ccccggcccg cctgcgccat ggagcccggc cgcggcggca cagagaccgt 
301 gggcaagttc gagttctccc gcaaggacct gatcggccac ggcgccttcg cggtggtctt 
361 caagggccgc caccgcgaga agcacgattt ggaggtcgcc gtcaagtgca ttaacaagaa 
421 gaacctcgcc aagtctcaga cgctgctggg gaaggaaatc aaaatcctga aggaactgaa 
481 acatgaaaac atcgtggccc tgtacgactt ccaggaaatg gctaattctg tctacctggt 
541 tatggagtac tgcaacggtg gggacctggc cgactacctg cacgccatgc gcacgctgag 
601 cgaggacacc atcaggctct tcctgcagca gatcgcgggc gccatgcggc ttctgcacag 
661 caaaggcatc atccaccgcg acctgaaacc gcagaacatc ctgctgtcca accccgccgg 
721 ccgccgcgcc aaccccaaca gcatccgcgt caagatcgct gacttcggct tcgcgcggta 
781 cctccagagc aacatgatgg cggccacact ctgcggctcc cccatgtaca tggcccccga 
841 ggtcatcatg tcccagcact acgacgggaa ggcggacctg tggagcatcg gcaccatcgt 
901 ctaccagtgc ctgacgggga aggcgccctt ccaggccagc agcccccagg acctgcgcct 
961 gttctacgag aagaacaaga cgttggtccc caccatcccc cgggagacct cggccccgct 
1021 gcggcagctg ctcctggccc tactgcaacg caaccacaag gaccgcatgg acttcgatga 
1081 gttttttcat caccctttcc tcgatgccag cccctcggtc aggaaatccc cacccgtgcc 
1 141 tgtgccctcg tacccaagct cggggtccgg cagcagctcc agcagcagct ccacctccca 
1201 cctggcctcc ccgccgtccc tgggcgagat gcagcagctg cagaagaccc tggcctcccc 
1261 ggctgacacc gctggcttcc tgcacagctc ccgggactct ggtggcagca aggactcttc 
1321 ctgtgacaca gacgacttcg tcatggtccc cgcgcagttt ccaggtgacc tggtggctga 
1381 ggcgcccagt gccaaacccc cgccagacag cctgatgtgc agtgggagct cactggtggc 
1441 ctctgcgggc ttggagagcc acggccggac cccatctcca tccccaccct gcagcagctc 
1501 ccccagtccc tcaggccggg ctggcccgtt ctccagcagc aggtgcggcg cctctgtccc 
1561 catcccagtc cccacgcagg tgcagaacta ccagcgcatt gagcgaaacc tgcagtcacc 
1621 cacccagttc caaacacctc ggtcctctgc catccgcagg tcaggcagca ccagccccct 
1681 gggctttgca agggccagcc cctcgccccc tgcccacgct gagcatggag gcgtcctggc 
1741 caggaagatg tctctgggtg gaggccggcc ctacacgcca tctcctcaag ttggaaccat 
1801 ccctgagcgg ccaggctgga gcgggacgcc ctccccacag ggagctgaga tgcggggtgg 
1861 caggtcccct cgtccaggct cctctgcacc cgagcactct ccccgcactt ccgggctggg 
1921 ctgccgcctg cacagcgccc ccaacctgtc tgacttgcac gtcgtccgcc ccaagctgcc 
1981 caaacccccc acggaccccc tgggagctgt gttcagccca ccacaggcca gccctcccca 
2041 gccgtcccac ggcctgcagt cctgccggaa cctgcggggc tcacccaagc tgcccgactt 
2101 cctgcagcga aaccccctgc cccccatcct gggctccccc accaaggctg tgccctcctt 
2161 tgacttcccg aagaccccca gctcccagaa cctgctggcc ctcctagccc ggcagggcgt 
2221 ggtgatgacg ccccctcgaa accggacgct gcccgacctc tcggaggtgg gacccttcca 
2281 tggtcagccg ttgggccctg gcctgcggcc aggcgaggac cccaagggcc cctttggccg 
2341 gtctttcagc accagccgcc tcactgacct gctccttaag gcggcgtttg ggacacaagc 
2401 cccggacccg ggcagcacgg agagcctgca ggagaagccc atggagatcg caccctcagc 
2461 tggctttgga gggagcctgc acccaggagc ccgtgctggg ggcaccagca gcccctcccc 
2521 ggtggtcttc accgtgggct ctcccccgag cgggagcacg cccccccagg gcccccgcac 
2581 caggatgttc tcagcgggcc ccactggctc tgccagctct tctgcccgcc acctggtgcc 
2641 tgggccctgc agcgaggccc cagcccctga gctccctgct ccaggacacg gctgcagctt 
2701 tgccgacccc attgctgcga acctggaggg ggctgtgacc ttcgaggccc ccgacctccc 
2761 tgaggagacc ctcatggagc aagagcacac ggagatcctg cgtggcctgc gcttcacgct 
2821 gctgttcgtg cagcacgtcc tggagatcgc agccctgaag ggcagcgcca gtgaggcggc 
2881 ggggggccct gagtaccagc tgcaggagag tgtggtggcc gaccagatca gcctgctgag 
2941 ccgagaatgg ggcttcgcgg aacagctggt gctgtacctg aaggtggccg agctactgtc 
3001 ctccggcctg caaagtgcca tcgaccagat ccgggccggc aagctctgcc tgtcgtccac 
3061 tgtgaagcag gtggtgcgca ggctgaatga gctgtacaag gccagcgtgg tgtcctgcca 



3121 gggcctgagc ctgcggctgc agcgcttctt cctggacaag cagcggctcc tggaccgcat 
3181 tcacagcatc actgccgaga ggctcatctt cagccacgct gtgcagatgg tgcagtcggc 
3241 tgccctggac gagatgttcc agcaccgtga gggctgcgtc ccacgctacc acaaggccct 
3301 gctgctcctg gaggggctgc agcacatgct ctcggaccag gccgacatcg agaacgtcac 
3361 caagtgcaag ctgtgcattg agcggagact ctcggcgctg ctgactggca tctgtgcctg 
3421 acctttctgg cctggctggg ccccccgtcc tgccgagccc tgcagagtgg gctctgtgtg 
3481 ctggctggac tcctcgggac aagcccatgg cgctgatcgc tggtgctgag ccctgccctg 
3541 ggccccacgg acagtcagcc tgccggcctc cctgcagctc acggggcaga accagcacat 
3601 ctggagccac acagcttggg gggtgtctcc catcttttac aggtggggat cacagaattt 
3661 ctgcccctcc agctgcctgg ctcagcaggc gtgggtgcca ccaccctcta gccccagggc 
3721 agccccggag gacaggcaag ggcctgagac cactgccgac tcaaagccaa agcgagctcc 
3781 tgcttagggc aggtcagcag gcactgtgcc caggaagagc ctgcggcctc ggcgtccccc 
3841 agtctccagg agcctctccc tccgagatac ccacccagct ttgtcaatca cccaagcact 
3901 ttatgcatat agagacagaa cctggacctc accagggact gctgggcagc gattcctggc 
3961 agtggcctgg tgtttgtaca tacacatatg cagacacatg ccagggcccc ccaagcccga 
4021 gcaccggacc acgttgctgc ccaggtctgg acctcagcgg gagaactggc tccgggggga 
4081 gtggggccct gcgctagagg cagaggcagt tctttgttca agcgttcctc tggggaccgg 
4141 cagcagaggc accgtgttct ctcagccctg gatacgtctt gtaatctttc acactttatt 
4201 cctaaaacgt gtcttatttt tatgcagctc attttttctt taaaggagaa aacttgtagg 
4261 tgtttaagaa ttggttttgg gagggcgagg actgggccag gttagaggca gatggcacag 
4321 gggcgtgtgg cgggcgggtg aggctgcttt gcacacctgt gttggtggct gtcccctgcc 
4381 gcccctccct gtggcagcag caggacaggt gtgtgcccag caccctccct acctgggcct 
4441 ggaagcagat gaggggaata cttcatgcaa agaaaaaagt aacatgtgca aaagctcccc 
4501 gtccagcttt gacagtcagt tttgatgtca gctcctcggc agggtaggcc tgatgacagc 
4561 cctgtccctc cctgcctccg ccttgcccaa ggccacggag ggcgtctgca gagaggcctg 
4621 ccttccggat tccaggcggg catgccctgc aaaccccgcc tgggcctccc ttggtctgcc 
4681 cagccctcgg ttagccctgc ctgaatcagt agatacttga acgagtcccc agtctgcggg 
4741 aggcagtggt ggggccatgg acccatgcgg ggggttccag ggtcacacgc cacataacag 
4801 acaaaaatac acacacgtgt gtttttcttt gcaatacttg aaatattgcc actgtgcttg 
4861 gacttagaag aagaaaatcc ccgtgacttc ttcctcatca ccttgatggc tttattctca 
4921 ccttgtgggg catgtttgaa tttattgctt catggccgac tggaatcctg agtcctggga 
4981 agctggcact gcggggatct tgcccggtgt cctggtcctc ttgcttccgt cgcggccgca 
5041 tgtgcgtgtg tccaagcagg tcctgggcgc ctcaactgct gcccctggtt gaatgttctc 
5101 ttgatagtgc tggacccttt gtctatttta aagcgaattt tgtgtgattt cctgcccttt 
5161 gcgttatatt gtataatacc aacgtaagga aataaacctt tggaattgtt gaaaaaaaaa 
5221 aaaaaaaa 



Protein ID: NPJ)03556.1 
Protein GI: 4507831 
Sequence: 

MEPGRGGTETVGKFEFSRKDLIGHGAFAWFKGRHREKHDLEVA 

VKCINKKNLAKSQTLLGKEIKILKELKHENIVALYDFQEMANSWLVMEYCNGGDLAD 

YLHAMRTLSEDTIRLFLQQIAGAMRLLHSKGIIHRDLKPQNILLSNPAGRRANPNSIR 

VKIADFGFARYLQSNMMAATLCGSPMYMAPEVIMSQHYDGKADLWSIGTIWQCLTGK 

APFQASSPQDLRLFYEKNKTLVPTIPRETSAPLRQLLLALLQRNHKDRMDFDEFFHHP 

FLDASPSVRKSPPVPVPSYPSSGSGSSSSSSSTSHLASPPSLGEMQQLQKTLASPADT 

AGFLHSSRDSGGSKDSSCDTDDFVMVPAQFPGDLVAEAPSAKPPPDSLMCSGSSLVAS 

AGLESHGRTPSPSPPCSSSPSPSGRAGPFSSSRCGASVPIPVPTQVQNYQRIERNLQS 

PTQFQTPRSSAIRRSGSTSPLGFARASPSPPAHAEHGGVLARKMSLGGGRPYTPSPQV 



GTIPERPGWSGTPSPQGAEMRGGRSPRPGSSAPEHSPRTSGLGCRLHSAPNLSDLHW 

RPKLPKPPTDPLGAVFSPPQASPPQPSHGLQSCRNLRGSPKLPDFLQRNPLPPILGSP 

TKAVPSFDFPKTPSSQNLLALLARQGWMTPPRNRTLPDLSEVGPFHGQPLGPGLRPG 

EDPKGPFGRSFSTSRLTDLLLKAAFGTQAPDPGSTESLQEKPMEIAPSAGFGGSLHPG 

ARAGGTSSPSPWFTVGSPPSGSTPPQGPRTRMFSAGPTGSASSSARHLVPGPCSEAP 

APELPAPGHGCSFADPIAANLEGAVTFEAPDLPEETLMEQEHTEILRGLRFTLLFVQH 

VLEIAALKGSASEAAGGPEYQLQESWADQISLLSREWGFAEQLVLYLKVAELLSSGL 

QSAIDQIRAGKLCLSSTVKQWRRLNELYKASWSCQGLSLRLQRFFLDKQRLLDRIH 

SITAERLIFSHAVQMVQSAALDEMFQHREGCVPRYHKALLLLEGLQHMLSDQADIENV 

TKCKLCffiRRLSALLTGICA 



Serine/Threonine Kinase 16 (MPSK1) 

Nucleotide Accession No. NM_003691 

GI: 4505836 

Sequence: 

1 ctctacacta tagtcatgat ccgctgggcc cccagcgcat ctcctggaag agcccactca 
61 ccctggacga gctcttcggt agcctcagac cgtccttgaa gaggatgact gagacattat 
121 gggccacgcg ctgtgtgtct gctctcgggg aactgtcatc attgacaata agcgctacct 
181 cttcatccag aaactggggg agggtgggtt cagctatgtg gacctagtgg aagggttaca 
241 tgatggacac ttctacgccc tgaagcgaat cctgtgtcac gagcagcagg accgggagga 
301 ggcccagcga gaagccgaca tgcatcgcct cttcaatcac cccaacatcc ttcgcctcgt 
361 ggcttactgt ctgagggaac ggggtgctaa gcatgaggcc tggctgctgc taccattctt 
421 caagagaggt acgctgtgga atgagataga aaggctgaag gacaaaggca acttcctgac 
481 cgaggatcaa atcctttggc tgctgctggg gatctgcaga ggccttgagg ccattcatgc 
541 caagggttat gcccacagag acttgaagcc caccaatata ttgcttggag atgaggggca 
601 gccagtttta atggacttgg gttccatgaa tcaagcatgc atccatgtgg agggctcccg 
661 ccaggctctg accctgcagg actgggcagc ccagcggtgc accatctcct accgagcccc 
721 agagctcttc tctgtgcaga gtcactgtgt catcggtgag cggactgatg tctggtccct 
781 aggctgcgtg ctatatgcca tgatgtttgg ggaaggccct tatgacatgg tgttccaaaa 
841 gggtgacagt gtggcccttg ctgtgcagaa ccaactcagc atcccacaaa gccccaggca 
901 ttcttcagca ttgcggcagc tcctgaactc gatgatgacc gtggacccgc atcagcgtcc 
961 tcacattcct ctcctcctca gtcagctgga ggcgctgcag cccccagctc ctggccaaca 
1021 tactacccaa attgaaaaag cagcatgttg agaagatggc cccttgtgcc ttggaaagag 
1081 gttcccatcc ccattggaat caccacccat tccaatccat ggacttctct tacacttggg 
1 141 ggtagcgggg caggacaatc atctcagtcc tgcatctttt cttctgcttt cttccctcca 
1201 agagcaaaac tgggcaaggg gacttactga gtnanggtgg gtgggggttg ggaaaaggga 
1261 aactggtgga tatggaacat ggctctgagc aggactgttg agctcacata gtgttctgac 
1321 tccaaattgg gagcaggaga atgtgtaaca agaataaagt tggaagcagg ttggtgtaaa 
1381 aa 



Protein ID: NP_003682.1 



Protein GI: 4505837 



Sequence: 

MGHALCVCSRGTVIIDNKRYLFIQKLGEGGFSYVDLVEGLHDGH 

FYALKRILCHEQQDREEAQREADMHRLFNHPNILRLVAYCLRERGAKHEAWLLLPFFK 

RGTLWNEIERLKDKGNFLTEDQILWLLLGICRGLEAIHAKGYAHRDLKPTNILLGDEG 

QPVLMDLGSMNQACIHVEGSRQALTLQDWAAQRCTISYRAPELFSVQSHCVIGERTDV 

WSLGCVLYAMMFGEGPYDMVFQKGDSVALAVQNQLSIPQSPRHSSALRQLLNSMMTVD 

PHQRPHIPLLLSQLEALQPPAPGQHTTQIEKAAC 



Ribosome S6 Protein Kinase (RS6PK) 

Nucleotide Accession No. NM_004755 

GI: 4759051 

Sequence: 

1 aactcatgcg gccagagcgg gaaagagact cgtctttgcg tccgagttct ggagccgccg 

61 caccccgact cctggggccg cggcagcggc tgcgagggga cgggcgtccg ctgtctcctg 
121 ggttcccctc gtagcgaccc gcgggatcgg aaaaaaagga gaagatggag gaggagggtg 
181 gcagcagcgg cggcgccgcg gggaccagcg cggacggcgg cgacggagga gagcagctcc 
241 tcactgtcaa gcacgagctg cggactgcta atttgacagg acatgctgag aaggtgggaa 
301 tagaaaattt tgagctcctg aaggtcctag gaactggagc ttatggaaaa gtatttctag 
361 ttcgtaaaat aagtggccat gatactggaa agctgtatgc catgaaagtt ttgaaaaagg 
421 caacaatcgt tcaaaaggcc aaaaccacag agcatacaag gacagaacga caagtcctgg 
481 aacacattag gcagtcgcca tttttggtaa cattsicatta tgctttccag acagaaacca 
541 aacttcatct cattttagat tatataaatg gtggtgaact ttttactcat ctttctcaaa 
601 gagagcgttt cacagagcat gaggtgcaga tttatgttgg agagattgtg cttgccctcg 
661 aacatctcca caagttgggg attatatatc gtgatattaa gcttgagaat attctacttg 
721 attctaatgg ccatgtggtg ctgacagatt ttggtctgag taaggagttt gtggctgatg 
781 aaactgaaag agcatattcc ttttgtggaa ctattgaata catggcacca gatattgtca 
841 gagggggaga ttcaggacat gacaaggcag ttgactggtg gagtttgggt gttctaatgt 
901 atgaattact aactggagca tctcctttca ctgttgatgg agaaaaaaat tcccaagctg 
961 agatatctag gagaatatta aaaagtgagc ctccatatcc ccaagaaatg agtgctttag 
1021 cgaaagacct aattcagcgt cttttgatga aagatcccaa gaagagattg ggatgtggtc 
1081 cacgtgatgc agatgaaatc aaagaacatc tcttctttca gaaaataaat tgggatgatt 
1141 tagccgccaa aaaagtgcct gcaccattta agccagtcat tcgagatgaa ttagatgtga 
1201 gtaactttgc agaagagttc acagaaatgg atcccactta ttctcccgca gccctgcccc 
1261 agagttctga gaagctgttt cagggctatt cctttgttgc tccttccatc ctattcaagc 
1321 gtaatgcagc tgtcatagac cctcttcagt ttcacatggg agttgaacgt cctggagtga 
1381 caaatgttgc caggagtgca atgatgaagg actctccatt ctatcaacac tatgacctag 
1441 atttgaagga caaacccctg ggagaaggta gtttttcaat ttgtcgaaag tgtgtgcata 
1501 aaaaaagtaa ccaagctttg caagtcaaaa taatcagcaa aaggatggaa gccaatactc 
1561 aaaaggaaat aacagctctg aaactctgtg aaggacaccc caatattgtg aagttgcatg 
1621 aagtttttca tgatcagctt cacacgtttc tagtgatgga acttctgaat ggaggagaac 
1681 tgtttgacgc attaagaaaa aagaagcact tcagtgagac ggaagccagc tacatcatga 
1741 ggaagcttgt ttcagctcta agccacatgc atgatcttgg agtggtgcac agggatctga 
1801 aacctgagaa tttattgttc accgatgaaa atgacaattt ggaaattaaa ataattgatt 
1861 ttggatttgc acggctaaag ccaccggata atcagcccct gaagactcca tgcttcaccc 
1921 ttcattcatg ccgcccagag ctcttgaatc agaacggcta cgatgagtcc tgtgacctgt 
1981 ggagcttggg cgtcattttg tacacaatgt tgtcaggaca ggttcccttc caatctcatg 
2041 accgaagttt gacgtgtacc agcgcggtgg aaatcatgaa gaaaattaaa aagggagatt 
2101 tctcctttga aggagaagcc tggaagaatg tatcccaaga ggctaaagat ttgatccaag 



2161 gacttctcac agtagatcca aacaaaaggc ttaaaatgtc tggcttgagg tacaatgaat 
2221 ggctacaaga tggaagtcag ctgtcctcca atcctctgat gactccggat attctaggat 
2281 cttccggagc tgccgtgcat acctgtgtga aagcaacctt ccacgccttt aacaaataca 
2341 agagagaggg gttttgcctt cagaatgttg ataaggcccc tttggctaag agaagaaaaa 
2401 tgaaaaagac tagcaccagt accgagacgc gcagagggtc cagtgagagt tcccattctt 
2461 cttcctctca ttctcacggt aaaactacac ccaccaagac actgcagccc agcaatcctg 
2521 ccgacagcaa taacccggag accctcttcc agttctcgga ctcagagctt aggcatggta 
2581 ggagtgatca gtgatccatt gcacctttat tccctcagca tatgcctgag tcgatctttt 
2641 atgcttttaa aaatgtttcc cgttggtctc attggaatct gcctcctaat gatttttttc 
2701 aggaaaacct gtttggttat cctcattcaa aagcactgga cagagaatgt tactgtgaat 
2761 agagcacata ttactctttt tacgaaccta gcatgatgcc aacaagacta ttcttgaaag 
2821 agcaaaggtt cctgtaaatt taattagggc tagatttgag ctgcttgtaa gtcacaggtt 
2881 ttccagatgt ctgccaacaa gaaatgactc atactgtgat gatacctttt gctttgcctt 
2941 gtggacaatg tgggtttttg aaatttgcac ccttcaaaca atgatttatc agagaaaggg 
3001 gtctgttttc aaaaaagatt ctgtaatgaa ttttatgtgt ggcatatact tatttcttga 
3061 gagaagattt taacttattg tttttatttt atggttacat atgatgataa cctgctatta 
3121 ttaaactttt tctaaaaagt gaaaaaaaat aaaaaagata taagaactca aggtcccata 
3181 ctctgtattc gggatccatc tgagatgcat gctaagctat gtgtatgttt ttaattttgc 
3241 actgctcttt cctggcaatt tgttttaatg gttattgcag aatattaagg tacatgtctc 
3301 tctgttttaa gtaatattgc actttataaa aaagtatgaa taaagcaaac tattttataa 
3361 agtgcactgt ttaaagcatt tgcactgtat ttttgccatt tattttcatt ttctacttta 
3421 aatttgtcct cacatgcctc ttctactttg tatgcaacaa gtagaatggg gccttgttgt 
3481 gtcatgtagt cagccactta tgcaccaatg tgaggaaaac ctaaagggaa attaaactaa 
3541 acactgtgct tcatatttgt acactgtgtt gtactacagt gaggaatttc ctcctgtagt 
3601 catatattat gtacataata ttttagaatc atacctatga cttgtttgga aatttttctg 
3661 ttgaatttta aatccagaaa gcatatttta taaacttatg cagagcactt ttattgctca 
3721 aaagttctga attcatacag aaaacaagta ctatgtgatg aaaacatttc attgaaagat 
3781 tgcggcattt aaaaatacaa ttaattcgtt ccctatgcaa aaaaaaaaaa a 



Protein ID: NPJ)04746.1 
Protein GI: 4759052 
Sequence: 

MEEEGGSSGGAAGTSADGGDGGEQLLTVKHELRTANLTGHAEKV 

GIENFELLKVLGTGAYGKVFLVRKISGHDTGKLYAMKVLKKATIVQKAKTTEHTRTER 

QVLEHIRQSPFLVTLHYAFQTETKLHLILDYINGGELFTHLSQRERFTEHEVQIYVGE 

IVLALEHLHKLGIIYRDIKLENILLDSNGHWLTDFGLSKEFVADETERAYSFCGTIE 

YMAPDIVRGGDSGHDKAVDWWSLGVLMYELLTGASPFTVDGEKNSQAEISRRILKSEP 

PYPQEMSALAKDLIQRLLMKDPKKRLGCGPRDADEIKEHLFFQKINWDDLAAKKVPAP 

FKPVIRDELDVSNFAEEFTEMDPTYSPAALPQSSEKLFQGYSFVAPSILFKRNAAVID 

PLQFHMGVERPGVTNVARSAMMKDSPFYQHYDLDLKDKPLGEGSFSICRKCVHKKSNQ 

ALQVKIISKRMEANTQKEITALKLCEGHPNIVKLHEVFHDQLHTFLVMELLNGGELFD 

ALRKKKHFSETEASYIMRKLVSALSHMHDLGWHRDLKPENLLFTDENDNLEIKIIDF 

GFARLKPPDNQPLKTPCFTLHSCRPELLNQNGYDESCDLWSLGVILYTMLSGQVPFQS 

HDRSLTCTSAVEIMKKIKKGDFSFEGEAWKNVSQEAKDLIQGLLTVDPNKRLKMSGLR 

YNEWLQDGSQLSSNPLMTPDILGSSGAAVHTCVKATFHAFNKYKREGFCLQNVDKAPL 

AKRRKMKKTSTSTETRRGSSESSHSSSSHSHGKTTPTKTLQPSNPADSNNPETLFQFS 

DSELRHGRSDQ" 



Tousled-like kinase 2 (TLK2, TLK2A, TLK2B) 



Nucleotide Accession No. AF1 62667 

GI: 6063018 

Sequence: 

1 ccgggcgggg ggttgcggcg ctcaggagag gccccggctc cgccccgggc ctgcccaggg 
61 ggagagcgga gctccgcagc cgggtcgggt cggggcccct cccgggagga gcgtggagcg 
121 cggcggcggc ggcggcagca gaaatgatgg aagaattgca tagcctggac ccacgacggc 
181 aggaattatt ggaggccagg tttactggag taggtgttag taagggacca cttaatagtg 
241 agtcttccaa ccagagcttg tgcagcgtcg gatccttgag tgataaagaa gtagagactc 
301 ccgagaaaaa gcagaatgac cagcgaaatc ggaaaagaaa agctgaacca tatgaaacta 
361 gccaagggaa aggcactcct aggggacata aaattagtga ttactttgag tttgctgggg 
421 gaagcgcgcc aggaaccagc cctggcagaa gtgttccacc agttgcacga tcctcaccgc 
481 aacattcctt atccaatccc ttaccgcgac gagtagaaca gcccctctat ggtttagatg 
541 gcagtgctgc aaaggaggca acggaggagc agtctgctct gccaaccctc atgtcagtga 
601 tgctagcaaa acctcggctt gacacagagc agctggcgca aaggggagct ggcctctgct 
661 tcacttttgt ttcagctcag caaaacagtc cctcatctac gggatctggc aacacagagc 
721 attcctgcag ctcccaaaaa cagatctcca tccagcacag acggacccag tccgacctca 
781 caatagaaaa aatatctgca ctagaaaaca gtaagaattc tgacttagag aagaaggagg 
841 gaagaataga tgatttatta agagccaact gtgatttgag acggcagatt gatgaacagc 
901 aaaagatgct agagaaatac aaggaacgat taaatagatg tgtgacaatg agcaagaaac 
961 tccttataga aaagtcaaaa caagagaaga tggcgtgtag agataagagc atgcaagacc 
1021 gcttgagact gggccacttt actactgtcc gacacggagc ctcatttact gaacagtgga 
1081 cagatggtta tgcttttcag aatcttatca agcaacagga aaggataaat tcacagaggg 
1141 aagagataga aagacaacgg aaaatgttag caaagcggaa acctcctgcc atgggtcagg 
1201 cccctcctgc aaccaatgag cagaaacagc ggaaaagcaa gaccaatgga gctgaaaatg 
1261 aaacgttaac gttagcagaa taccatgaac aagaagaaat cttcaaactc agattaggtc 
1321 atcttaaaaa ggaggaagca gagatccagg cagagctgga gagactagaa agggttagaa 
1381 atctacatat cagggaacta aaaaggatac ataatgaaga taattcacaa tttaaagatc 
1441 atccaacgct aaatgacaga tatttgttgt tacatctttt gggtagagga ggtttcagtg 
1501 aagtttacaa ggcatttgat ctaacagagc aaagatacgt agctgtgaaa attcaccagt 
1561 taaataaaaa ctggagagat gagaaaaagg agaattacca caagcatgca tgtagggaat 
1621 accggattca taaagagctg gatcatccca gaatagttaa gctgtatgat tacttttcac 
1681 tggatactga ctcgttttgt acagtattag aatactgtga gggaaatgat ctggacttct 
1741 acctgaaaca gcacaaatta atgtcggaga aagaggcccg gtccattatc atgcagattg 
1801 tgaatgcttt aaagtactta aatgaaataa aacctcccat catacactat gacctcaaac 
1861 caggtaatat tcttttagta aatggtacag cgtgtggaga gataaaaatt acagattttg 
1921 gtctttcgaa gatcatggat gatgatagct acaattcagt ggatggcatg gagctaacat 
1981 cacaaggtgc tggtacttat tggtatttac caccagagtg ttttgtggtt gggaaagaac 
2041 caccaaagat ctcaaataaa gttgatgtgt ggtcggtggg tgtgatcttc tatcagtgtc 
2101 tttatggaag gaagcctttt ggccataacc agtctcagca agacatccta caagagaata 
2161 cgattcttaa agctactgaa gtgcagttcc cgccaaagcc agtagtaaca cctgaagcaa 
2221 aggcgtttat tcgacgatgc ttggcctacc gaaagaggga ccgcattgat gtccagcagc 
2281 tggcctgtga tccctacttg ttgcctcaca tccgaaagtc agtctctaca agtagccctg 
2341 ctggagctgc tattgcatca acctctgggg cgtccaataa cagttcttct aattgagact 
2401 gactccaagg ccacaaactg ttcaacacac acaaagtgga caaatggcgt tcagcagcgg 
2461 gtttggaaca tagcgaatcc gaatggatct gatgaaacct gtaccaggtg cttttatttt 
2521 cttgcttttt tcccatccat agagcatgac agcatcgatt ctcattgagg agaaaccttg 
2581 ggcagctccg gccaggcctt gtaggaaaag gccccgcccg aggttccagc gtcaacggcc 
2641 actgtgtgtg gctgctctga gtgaggaaaa aattaaaaag aaaaactggt tccatgtact 
2701 gtgaacttga aaacttgcag actcaggggg gtccctgatg cagtgcttca gatgaagaat 
2761 gtggacttga aaatacagac tgggctagtc cagtgtctat atttaaactt gttcttttct 
2821 tttaataaag tttaggtaac atctcctgaa aagcttgtag cacaaaggct cagctgggga 
2881 tggtgtttga cttcggagga aaaaagttgc tattgcccgt taaaggcact agagttagtg 



2941 ttttatccct aaataatttc aatttttaaa aacatgcagc ttccctctcc ccttttttat 
3001 ttttgaaaga atacatttgg tcataaagtg aaacccgtat tagcaagtac gaggcaatgt 
3061 tcattccaat cagatgcagc tttctcctcc gtctggtctc ctgtttgcaa ttgcttccct 
3121 catctcagta gggaaaaaat tgagtgggag tactgagatg tgtgggtttt tgccattgga 
3181 caaagaatga ggttagaaga ctgcagcttg gagtctctct aggttttcaa ctatttcttc 
3241 acaatttgaa cacttgacgg ttgtcccttt taatttattt gaagtgctat ttttttaaat 
3301 aaaggttcat ctgtccatgc aaaaaaa 



Protein ID: AAF03095.1 
Protein GI: 3063019 
Sequence: 

MEELHSLDPRRQELLEARFTGVGVSKGPLNSESSNQSLCSVGSL 

SDKEVETPEKKQNDQRNRKRKAEPYETSQGKGTPRGHKISDYFEFAGGSAPGTSPGRS 

VPPVARSSPQHSLSNPLPRRVEQPLYGLDGSAAKEATEEQSALPTLMSVMLAKPRLDT 

EQLAQRGAGLCFTFVSAQQNSPSSTGSGNTEHSCSSQKQISIQHRRTQSDLTIEKISA 

LENSKNSDLEKKEGRIDDLLRANCDLRRQIDEQQKMLEKYKERLNRCVTMSKKLLIEK 

SKQEKMACRDKSMQDRLRLGHFTTVRHGASFTEQWTDGYAFQNLIKQQERINSQREEI 

ERQRKMLAKRKPPAMGQAPPATNEQKQRKSKTNGAENETLTLAEYHEQEEIFKLRLGH 

LKKEEAEIQAELERLERVRNLHIRELKRIHNEDNSQFKDHPTLNDRYLLLHLLGRGGF 

SEVYKAFDLTEQRYVAVKIHQLNKNWRDEKKENYHKHACREYRIHKELDHPRIVKLYD 

YFSLDTDSFCTVLEYCEGNDLDFYLKQHKLMSEKEARSIIMQIVNALKYLNEIKPPII 

HYDLKPGNILLVNGTACGEIKITDFGLSKIMDDDSYNSVDGMELTSQGAGTYWYLPPE 

CFWGKEPPKISNKVDVWSVGVIFYQCLYGRKPFGHNQSQQDILQENTILKATEVQFP 

PKPWTPEAKAFIRRCLAYRKRDRIDVQQLACDPYLLPHIRKSVSTSSPAGAAIASTS 

GASNNSSSN" 



Ethanolamine Kinase (EKI/ EKI1) 



Nucleotide Accession No. NMJ)18638 

GI: 21071078 

Sequence: 

1 gtgaccggag gcgagaaacc ccgcctcggc accctgacgc agcgcaggac ccgccccgcg 
61 cgtgacgcca gcgtcaggcc agccccggca tgctctgcgg ccgcccgcgg tccagctccg 
121 acaacaggaa ttttctccga gagcgggccg ggctcagttc agctgctgtc cagacccgga 
181 tcggcaacag tgccgcctcc agacgttctc ctgccgctcg cccgcccgtc ccagcgcccc 
241 cagccctccc gcgagggcgc cccgggacgg aaggatccac cagtctgtcg gcgcccgccg 
301 ttctcgtggt cgccgtcgcc gtcgtcgtgg tggtagtctc cgccgtcgcc tgggccatgg 
361 ccaattacat ccacgtccct cccggctccc cggaggtgcc caagctgaac gtcaccgttc 
421 aggatcagga ggagcatcgc tgccgggagg gggccctgag cctcctgcaa cacctgcggc 
481 ctcactggga cccccaggag gtgaccctgc agctcttcac agatggaatc acaaataaac 
541 ttattggctg ttacgtggga aacaccatgg aggatgtagt cctggtgaga atttatggca 
601 ataagactga gttattagtc gatcgagatg aggaagtaaa gagttttcga gtgttgcagg 
661 ctcatgggtg tgcaccacaa ctctactgta ccttcaataa tggactatgc tatgaattta 
721 tacaaggaga agcactggat ccaaagcatg tctgcaaccc agccattttc aggctaatag 
781 ctcgtcagct tgctaaaatc catgctattc atgcacacaa tggctggatc cccaaatcta ■ 
841 atctttggct aaagatggga aagtatttct ctctcattcc cacaggattt gcagatgaag 
901 acattaataa aaggttccta agtgatatcc caagctctca gattcfccag gaagagatga 
961 cttggatgaa ggagattctt tccaacctgg gctcacctgt tgtgctttgc cataatgacc 
1021 tattgtgtaa gaatataatc tacaatgaga aacaaggtga tgtacagttc attgattatg 
1081 aatattctgg atacaactac ctggcatatg atattggaaa tcatttcaat gaatttgcag 
1 141 gtgtgagtga tgtagactat agtctgtatc cagatagaga actacagagt cagtggctgc 
1201 gtgcttacct tgaagcctac aaagaattta agggctttgg gactgaagtt actgaaaagg 
1261 aggtagaaat actcttcatt caagtcaatc agtttgcatt ggcttctcat ttcttttggg 
1321 gattgtgggc tttgattcaa gccaaatact ccactattga gtttgatttc cttgggtatg 
1381 caattgttcg ttttaaccag tactttaaaa tgaagcctga ggttactgca ttaaaagtgc 
1441 ctgagtaaag aagagattta attattctcc agtagctgag caatgcttgt gaatcttttc 
1501 ttaagaaatc ccaaaaagcc aatattagtt aaaattctgt tgtttaattt ggttatcttg 
1561 ctttataaat tatgcctcta aacaatcaaa tctatttttg aaatagactg aatgatgtca 
1621 agaaatatac ctactgctat ccgtatgtgg tggattagaa atgtgttaaa tctgcaaaag 
1681 gtataaagat gtcagtttaa tttctttgat aatttaacct atgttgtatg tgaattattt 
1741 attataaact tagcacgatt ctgtgactgt ttttctctgt ttcacgttcg ttgagtgtaa 
1801 gcaatgaaaa tgtcccaaat aagtttttta agttttactt taataagatt aatttcagta 
1861 aacattctag ttgttcagtg taaccttttt atcttgatgc attgtaagta aaatgaatca 
1921 tttactcttg aaatgccagt cattgactga tgtagataat ttaggatttt catataaaaa 
1981 tagctgttta ggaaggtgaa atacattcac tgtctctgtt ggtggtacat cttgttgaat 
2041 tcaatattag aaagtatttc tttttggggt aatataactt agaattaaat ccctgtttct 
2101 ctatgtagtc tggcagtata aatataaata tttaccatat aatcttggaa taagtattag 
2161 ttaatgttac caaaatctgt attaaataat gttttcaaat gctaaaaaaa aaaaaaaaaa 
2221 a 



Protein ID: NP_061108,2 
Protein GI: 10092615 
Sequence: 

MLCGRPRSSSDNRNFLRERAGLSSAAVQTRIGNSAASRRSPAAR 

PPVPAPPALPRGRPGTEGSTSLSAPAVLWAVANAAAAA/SAVAWAMANYIHVPPGSPE 

VPKLNVTVQDQEEHRCREGALSLLQHLRPHWDPQEVTLQLFTDGITNKLIGCYVGNTM 



EDWLVRIYGNKTELLVDRDEEVKSFRVLQAHGCAPQLYCTFNNGLCYEFIQGEALDP 

KHVCNPAIFRLIARQLAKIHAIHAHNGWIPKSNLWLKMGKYFSLIPTGFADEDINKRF 

LSDIPSSQILQEEMTWMKEILSNLGSPWLCHNDLLCKNIIYNEKQGDVQFIDYEYSG 

YNYLAYDIGNHFNEFAGVSDVDYSLYPDRELQSQWLRAYLEAYKEFKGFGTEVTEKEV 

EILFIQVNQFALASHFFWGLWALIQAKYSTIEFDFLGYAIVRFNQYFKMKPEVTALKV 

PE 



MAP kinase-interacting serine/threonine kinasel (MKNK) 

Nucleotide Accession No. NM_003684 

GI: 21361100 

Sequence: 

1 ggcacgaggg cgaccgctcc ccggcgggag ccagcgaagg tttccatgtc agaggccgat 
61 ggagaactga agattgccac ctacgcacaa aggccattga gacacttcgt gtagctggaa 
121 gacaccaact tcctgacagg agctttattt catttgggat ttcaagttta cagatggtat 
181 cttctcaaaa gttggaaaaa cctatagaga tgggcagtag cgaacccctt cccatcgcag 
241 atggtgacag gaggaggaag aagaagcgga ggggccgggc cactgactcc ttgccaggaa 
301 agtttgaaga tatgtacaag ctgacctctg aattgcttgg agagggagcc tatgccaaag 
361 ttcaaggtgc cgtgagccta cagaatggca aagagtatgc cgtcaaaatc atcgagaaac 
421 aagcagggca cagtcggagt agggtgtttc gagaggtgga gacgctgtat cagtgtcagg 
481 gaaacaagaa cattttggag ctgattgagt tctttgaaga tgacacaagg ttttacttgg 
541 tctttgagaa attgcaagga ggttccatct tagcccacat ccagaagcaa aagcacttca 
601 atgagcgaga agccagccga gtggtgcggg acgttgctgc tgcccttgac ttcctgcata 
661 ccaaagacaa agtctctctc tgtcacctag gctggagtgc tatggcgcca tcagggctca 
721 ctgcagcccc aacctccctg ggctccagtg atcctcccac ctcagcctcc caagtagctg 
781 ggactacagg cattgctcat cgtgatctga aaccagaaaa tatattgtgt gaatctccag 
841 aaaaggtgtc tccagtgaaa atctgtgact ttgacttggg cagtgggatg aaactgaaca 
901 actcctgtac ccccataacc acaccagagc tgaccacccc atgtggctct gcagaataca 
961 tggcccctga ggtagtggag gtcttcacgg accaggccac attctacgac aagcgctgtg 
1021 acctgtggag cctgggcgtg gtcctctaca tcatgctgag tggctaccca cccttcgtgg 
1081 gtcactgcgg ggccgactgt ggctgggacc ggggcgaggt ctgcagggtg tgccagaaca 
1 141 agctgtttga aagcatccag gaaggcaagt atgagtttcc tgacaaggac tgggcacaca 
1201 tctccagtga agccaaagac ctcatctcca agctcctggt gcgagatgca aagcagagac 
1261 ttagcgccgc ccaagttctg cagcacccat gggtgcaggg gcaagctcca gaaaagggac 
1321 tccccacgcc gcaagtcctc cagaggaaca gcagcacaat ggacctgacg ctcttcgcag 
1381 ctgaggccat cgcccttaac cgccagctat ctcagcacga agagaacgaa ctagcagagg 
1441 agccagaggc actagctgat ggcctctgct ccatgaagct ttcccctccc tgcaagtcac 
1501 gcctggcccg gagacgggcc ctggcccagg caggccgtgg tgaagacagg agcccgccca 
1561 cagcactctg aaatgctcca gtcacacctt ataggcccta ggcctggcca ggcattgtcc 
1621 cctggaaacc tgtgtggcta aagtctgctg agcaggcagc agcctctgct ctgtggctcc 
1681 attcaggctt tttcatctac gaaggccctg aggttcccat caacccccat ttccctaggg 
1 741 tcctggagga aaaagctttt tccaaagggg ttgtctttga aaaggaaagc aatcacttct 
1801 cactttgcat aattgcctgc agcaggaaca tctcttcact gggctccacc tgctcacccg 
1861 cctgcagatc tgggatccag cctgctctca ccgctgtagc tgtggcggct ggggctgcag 
1921 cctgcaggga gaagcaagaa gcatcagttg acagaggctg ccgacacgtg cctcttccct 
1981 ctcttctctg tcaccctcct ctggcggtcc ttccaccttc ctctgtcctc cggatgtcct 
2041 ctttgcccgt cttctccctt ggctgagcaa agccatcccc tcaattcagg gaagggcaag 
2101 gagccttcct cattcaggaa atcaaatcag tcttccggtc tgcagcacgg aaaagcacat 
2161 aatctttctt tgctgtgact gaaatgtatc cctcgtttat catccccttt gtttgtgatt 
2221 gctgctaaag tcagtagtat cgttttttta aaaaaaaagt ttggtgtttt taaccatgct 



2281 gttccagcaa agatgatacc ttaaactccc actgcaagcc catgaacttc ccagagagtg 
2341 gaacggcttg ctcttctttc tagaatgtcc atgcacttgg gttttaatca gcagttccct 
2401 attattctga ttttaagctg ttcctgtgat gaacttagag acagcatcgg tgtctgctgc 
2461 tgtgtcccca ggtcttgtgt gggtggcaca gatctgggca gttagatagt gctctgtgcc 
2521 taaggtgaag ccacactagg gtgaagcctc acttccctgt ttgagcaatg cagtgcctgc 
2581 tgcccgtgtg catgaaggta cagccattca gataagtgga actattgagt tacataaaga 
2641 aaatagattt gcatttgtca ggcagacgtt tatacaacac cacggtgctt ttatacattg 
2701 tgcttatttt aataaaactg aaattctaaa aaaaaaaaaa aaaaa 



Protein ID: NPJ)03675.2 
Protein GI: 21361101 
Sequence: 

MVSSQKLEKPIEMGSSEPLPIADGDRRRKKKRRGRATDSLPGKF 

EDMYKLTSELLGEGAYAKVQGAVSLQNGKEYAVKIIEKQAGHSRSRVFREVETLYQCQ 

GNKNILELIEFFEDDTRFYLVFEKLQGGSILAHIQKQKHFNEREASRWRDVAAALDF 

LHTKDKVSLC H LGWS AM APSG LTAAPTSLGSSDPPTSASQVAGTTG I AH RDLKPEN I L 

CESPEKVSPVKICDFDLGSGMKLNNSCTPITTPELTTPCGSAEYMAPEWEVFTDQAT 

FYDKRCDLWSLGWLYIMLSGYPPFVGHCGADCGWDRGEVCRVCQNKLFESIQEGKYE 

FPDKDWAHISSEAKDLISKLLVRDAKQRLSAAQVLQHPWVQGQAPEKGLPTPQVLQRN 

SSTMDLTLFAAEAIALNRQLSQHEENELAEEPEALADGLCSMKLSPPCKSRLARRRAL 

AQAGRGEDRSPPTAL 



Homo sapiens cDNA (FLJ20559, UK, UKH) 

Nucleotide Accession No. NM017881 

GI: 8923529 

Sequence: 

1 aaaggggcct ctggtgaccg cccctacctg gcatccctct aacccaggag gagcgtgggg 
61 aaaggggctg tgggcctctc ggggagcgag ctgcgggtag cggcgcactg ggtacaggcg 
121 cgcgcttggc tgtcgcctct tccgctgtgt ttgggaggac tcgaactggc gccaggaaat 
181 attaggaagc tgtgattttc aaagctaatt atgaaaacat ttatcattgg aatcagtggt 
241 gtgacaaaca gtggcaaaac aacactggct aagaatttgc agaaacacct cccaaattgc 
301 agtgtcatat ctcaggatga tttcttcaag ccagagtctg agatagagac agataaaaat 
361 ggatttttgc agtacgatgt gcttgaagca cttaacatgg aaaaaatgat gtcagccatt 
421 tcctgctgga tggaaagcgc aagacactct gtggtatcaa cagaccagga aagtgctgag 
481 gaaattccca ttttaatcat cgaaggtttt cttcttttta attataagcc ccttgacact 
541 atatggaata gaagctattt cctgactatt ccatatgaag aatgtaaaag gaggaggagt 
601 acaagggtct atcagcctcc agactctccg ggatactttg atggccatgt gtggcccatg 
661 tatctaaagt acagacaaga aatgcaggac atcacatggg aagttgtgta cctggatgga 
721 acaaaatctg aagaggacct ctttttgcaa gtatatgaag atctaataca agaactagca 
781 aagcaaaagt gtttgcaagt gacagcataa agacggaaca caacaaatcc ttcctgaagt 
841 gaattaggaa actccaagga gtaatttaag aaccttcacc aagatacaat gtatactgtg 
901 gtacaatgac agccattgtt tcatatgttt gatttttatt gcacatggtt ttcccaacat 



961 gtggaacaat aaatatccat gccaatggac aggactgtac cttagcaagt tgctccctct 
1021 ccagggagcg catagataca gcagagctca cagtgagtca gaaagtctcc actttctgaa 
1081 catagctcta taacaatgat tgtcaaactt ttctaactgg agctcagagt aagaaataaa 
1 141 gattacatca caatccaaaa aaaaaaaaaa aa 



Protein ID: NP_060351.1 
Protein GI: 8923530 
Sequence: 

MKTFIIGISGVTNSGKTTLAKNLQKHLPNCSVISQDDFFKPESE 

IETDKNGFLQYDVLEALNMEKMMSAISCWMESARHSWSTDQESAEEIPILIIEGFLL 

FNYKPLDTIWNRSYFLTIPYEECKRRRSTRVYQPPDSPGYFDGHVWPMYLKYRQEMQD 

ITWEWYLDGTKSEEDLFLQVYEDLIQELAKQKCLQVTA 



Homo sapiens cDNA (FLJ13351, FLJ13) 

Nucleotide Accession No. AK023413 

GI: 10435341 

Sequence: 

1 gctggaaccc ggcgccgaga gtagagaaaa ggggcctctg gtgaccgccc ctacctggca 
61 tccctctaac ccaggaggag cgtggggaaa ggggctgtgg gcctctcggg gagcgagctg 
121 cgggtagcgg cgcactgggt acaggcgcgc gcttggctgt cgcctctgcc gctgtgtttg 
181 ggaggactcg aactggcgcc aggaaatatt aggaagctgt gattttcaaa gctaattatg 
241 aaaacattta tcattggaat cagtggtgtg acaaacagtg gcaaaacaac actggctaag 
301 aatttgcaga aacacctccc aaattgcagt gtcatatctc aggatgattt cttcaagcca 
361 gagtctgaga tagagacaga taaaaatgga tttttgcagt acgatgtgct tgaagcactt 
421 aacatggaaa aaatgatgtc agccatttcc tgctggatgg aaagcgcaag acactctgtg 
481 gtatcaacag accaggaaag tgctgaggaa attcccattt taatcatcga aggttttctt 
541 ctttttaatt ataagtaagc atctccaccc taatattgtc tctgagtgaa tggggggata 
601 aaaacccttg tgaactaagt atgctgttat tttaggcccc ttgacactat atggaataga 
661 agctatttcc tgactattcc atatgaagaa tgtaaaagga ggaggaggta agttttgaac 
721 catctttgtg agttgtaatt caaaacaaaa aatgtagaag aaaaatgagg acagcaacat 
781 tattgagcaa tgcgtatacg tcatttttca gagacaggaa gccttaactc ttttacaaaa 
841 ggagcaaaac tcttttccat aaatggtcat ccgcatggag taatgcaaat tactttctaa 
901 gaaaagggcc ttatatcaag cttttggctc atttctccta aatcctcaaa caaagcaagc 
961 ccatggtgat taggatttta atgtaagtga gcctgttctg ccacagctac aaagaacacc 
1021 aattagttca aagcttaatc caacatagtg gtctctccat tgttatttac actatttgtc 
1081 tcttagttct cttataaagc actagaagga aaaagaataa ttaagaatga tagtcagtgg 
1141 attacaaagt taattttaat atcaaagaac taaatccatg ttactgtcgt tctaactgcc 
1201 attgagttaa aacatgtagt acatgtagtc ctaatcctgt ttagattcag cctctgagtg 
1261 atttccccat tatcctgacc attcatattt tactttatca attgtgtgtt tctgtcaaca 
1321 taaagtttcc tacgtgtttt gatagtacaa gggtctatca gcctccagac tctccgggat 
1381 actttgatgg ccatgtgtgg cccatgtatc taaagtacag acaagaaatg caggacatca 
1441 catgggaagt tgtgtacctg gatggaacaa aatctgaaga ggacctcttt ttgcaagtat 
1501 atgaagatct aatacaagaa ctagcaaagc aaaagtgttt gcaagtgaca gcataaagac 



1561 ggaacacaac aaatccttcc tgaagtgaat taggaaactc caaggagtaa tttaagaacc 
1621 ttcaccaaga tacaatgtat actgtggtac aatgacagcc attgtttcat atgtttgatt 
1681 tttattgcac atggttttcc caacatgtgg aacaataaat atccatgcca atggacagga 
1741 ctgtacctta gcaagttgct ccctctccag ggagcgcata gatacagcag agctcacagt 
1801 gagtcagaaa gtctccactt tctgaacata gctctataac aatgattgtc aaacttttct 
1861 aactggagct cagagtaaga aataaagatt acatcacaat cc 



Protein ID: - 
Protein GI:- 
Sequence:- 



N-terminal kinase-like (Telomerase associated; NTKL) 

Nucleotide Accession No. AF225424 

GI: 9963850 

Sequence: 

1 cagccgagca agcaaaaatt cttccaggag ctgagcaaga gcctggacgc attccctgag 
61 gattctgtcg gcacaaggtg ctgccccagc tgctgaccgc cttcgagttc ggcaatgctg 
121 gggccgttgt cctcacgccc ctcttcaagg tgggcaagtt cctgagcgct gaggagtatc 
181 agcagaagat catccctgtg gtggtcaaga tgttctcatc cactgaccgg gccatgcgca 
241 tccgcctcct gcagcagatg gagcagttca tccagtacct tgacgagcca acagtcaaca 
301 cccagatctt cccccacgtc gtacatggct tcctggacac caaccctgcc atccgggagc 
361 agacggtcaa gtccatgctg ctcctggccc caaagctgaa cgaggccaac ctcaatgtgg 
421 agctgatgaa gcactttgca cggctacagg ccaaggatga acagggcccc atccgctgca 
481 acaccacagt ctgcctgggc aaaatcggct cctacctcag tgctagcacc agacacaggg 
541 tccttacctc tgccttcagc cgagccacta gggacccgtt tgcaccgtcc cgggttgcgg 
601 gtgtcctggg ctttgctgcc acccacaacc tctactcaat gaacgactgt gcccagaaga 
661 tcctgcctgt gctctgcggt ctcactgtag atcctgagaa atccgtgcga gaccaggcct 
721 tcaaggcatt tcggagcttc ctgtccaaat tggagtctgt gtcggaggac ccgacccagc 
781 tggaggaagt ggagaaggat gtccatgcag cctccagccc tggcatggga ggagccgcag 
841 ctagctgggc aggctgggcc tggaccgggg tctcctcact cacctccaag ctgatccgtt 
901 cgcacccaac cactgcccca acagaaacca acattcccca aagacccagc cgtcctgcac 
961 gcaggccact gggagacgca ggaggaggac aaggacacag cagaggacag cagcactgct 
1021 gacagatggg acgacgaaga ctggggcagc ctggagcagg aggccgagtc tgtgctggcc 
1081 cagcaggacg actggagcac cgggggccaa gtgagccgtg ctagtcaggt cagcaactcc 
1141 gaccacaaat ccttccaaat ccccagagtc cgactggagc agctgggaag ctgagggctc 
1201 ctgggaacag ggctggcagg agccaagctc ccaggagcca cctcctgacg gtacacggct 
1261 ggccagcgag tataactggg gtggcccaga gtccagcgac aagggcgacc ccttcgctac 
1321 cctgtctgca cgtcccagca cccagccgag gccagactct tggggtgagg acaactggga 
1381 gggcctcgag actgacagtc gacaggtcaa ggctgagctg gcccggaaga agcgcgagga 
1441 gcggcggcgg gagatggagg ccaaacgcgc cgagaggaag gtggccaagg gccccatgaa 
1501 gctgggagcc cggaagctgg actgaaccgt ggcggtggcc cttcccggct gcggagagcc 
1561 cgccccacag atgtatttat tgtacaaacc atgtgagccc ggccggccca gccaggccat 
1621 ctcacgtgta cataatcaga gccacaataa attctatttc acaaaaaaaa aaaaaaaaaa 
1681 aaaaaaaaaa aaaaaaaaaa aaaaaaaaaa aaaaaaaaaa aaaaaaaaaa aaaaaaaaaa 
1741 aaaaaaaaaa aaaaaaaaaa 



Protein ID: AAG09726.1 
Protein GI: 9963851 
Sequence: 

MFSSTDRAMRIRLLQQMEQFIQYLDEPTVNTQIFPHWHGFLDT 

NPAIREQTVKSMLLLAPKLNEANLNVELMKHFARLQAKDEQGPIRCNTTVCLGKIGSY 

LSASTRHRVLTSAFSRATRDPFAPSRVAGVLGFAATHNLYSMNDCAQKILPVLCGLTV 

DPEKSVRDQAFKAFRSFLSKLESVSEDPTQLEEVEKDVHAASSPGMGGAAASWAGWAW 

TGVSSLTSKLIRSHPTTAPTETNIPQRPSRPARRPLGDAGGGQGHSRGQQHC 



CDC42-binding protein kinase beta (DMPK-like; CDC42, 
CDC42BPK) 

Nucleotide Accession No* NM_006035 

GI: 16357473 

Sequence: 

1 gggcggggct gagggcggcg ggggcgggcc gcccgagctg ggagggcggc ggcgccgagg 
61 ggaggagagc ggcccatgga cccgcggggc ccggcgcccc agactctgcg ccgtcgggac 
121 ggagcccaag atgtcggcct aggccggggc gcgacgacgc ggacggggcg gcgaggaggc 
181 gccgctgctg ccggggctcg cagccgccga gcccccgagg gcgcgccctg acggactggc 
241 cgagccggcg gtgagaggcc ggcgcgtcgg gagcgggccg cgcggcacca tgtcggccaa 
301 ggtgcggctc aagaagctgg agcagctgct cctggacggg ccctggcgca acgagagcgc 
361 cctgagcgtg gaaacgctgc tcgacgtgct cgtctgcctg tacaccgagt gcagccactc 
421 ggccctgcgc cgcgacaagt acgtggccga gttcctcgag tgggctaaac catttacaca 
481 gctggtgaaa gaaatgcagc ttcatcgaga agactttgaa ataattaaag taattggaag 
541 aggtgctttt ggtgaggttg ctgttgtcaa aatgaagaat actgaacgaa tttatgcaat 
601 gaaaatcctc aacaagtggg agatgctgaa aagagcagag accgcgtgct tccgagagga 
661 gcgcgatgtg ctggtgaacg gcgactgcca gtggatcacc gcgctgcact acgcctttca 
721 ggacgagaac cacctgtact tagtcatgga ttactatgtg ggtggtgatt tactgaccct 
781 gctcagcaaa tttgaagaca agcttccgga agatatggcg aggttctaca ttggtgaaat 
841 ggtgctggcc attgactcca tccatcagct tcattacgtg cacagagaca ttaaacctga 
901 caatgtcctt ttggacgtga atggtcatat ccgcctggct gactttggat catgtttgaa 
961 gatgaatgat gatggcactg tgcagtcctc cgtggccgtg ggcacacctg actacatctc 
1021 gccggagatc ctgcaggcga tggaggacgg catgggcaaa tacgggcctg agtgtgactg 
1081 gtggtctctg ggtgtctgca tgtatgagat gctctatgga gaaacgccgt tttatgcgga 
1 141 gtcactcgtg gagacctatg ggaagatcat gaaccatgaa gagcgattcc agttcccatc 
1201 ccatgtcacg gatgtatctg aagaagcgaa ggacctcatc cagagactga tctgcagtag 
1261 agaacgccgg ctggggcaga atggaataga ggatttcaaa aagcatgcgt tttttgaagg 
1321 tctaaattgg gaaaatatac gaaacctaga agcaccttat attcctgatg tgagcagtcc 
1381 ctctgacaca tccaacttcg acgtggatga cgacgtgctg agaaacacgg aaatattacc 
1441 tcctggttct cacacaggct tttctggatt acatttgcca ttcattggtt ttacattcac 
1501 aacggaaagc tgtttttctg atcgaggctc tctgaagagc ataatgcagt ccaacacatt 
1561 aaccaaagat gaggatgtgc agcgggacct ggagcacagc ctgcagatgg aagcttacga 
1621 gaggaggatt cggaggctgg aacaggagaa gctggagctg agcaggaagc tgcaagagtc 
1681 cacccagacc gtgcagtccc tccacggctc atctcgggcc ctcagcaatt caaaccgaga 



1741 taaagaaatc aaaaagctaa atgaagaaat cgaacgcttg aagaataaaa tagcagattc 
1801 aaacaggctc gagcgacagc ttgaggacac agtggcgctt cgccaagagc gtgaggactc 
1861 cacgcagcgg ctgcgggggc tggagaagca gcaccgcgtg gtccggcagg agaaggagga 
1921 gctgcacaag caactggttg aagcctcaga gcggttgaaa tcccaggcca aggaactcaa 
1981 agatgcccat cagcagcgaa agctggccct gcaggagttc tcggagctga acgagcgcat 
2041 ggcagagctc cgtgcccaga agcagaaggt gtcccggcag ctgcgagaca aggaggagga 
2101 gatggaggtg gccacgcaga aggtggacgc catgcggcag gaaatgcgga gagctgagaa 
2161 gctcaggaaa gagctggaag ctcagcttga tgatgctgtt gctgaggcct ccaaggagcg 
2221 caagcttcgt gagcacagcg agaacttctg caagcaaatg gaaagcgagc tggaggccct 
2281 caaggtgaag caaggaggcc ggggagcggg tgccacctta gagcaccagc aagagatttc 
2341 caaaatcaaa tccgagctgg agaagaaagt cttattttat gaagaggaat tggtcagacg 
2401 tgaggcctcc catgtgctag aagtgaaaaa tgtgaagaag gaggtgcatg attcagaaag 
2461 ccaccagctg gccctgcaga aagaaatctt gatgttaaaa gataagttag aaaagtcaaa 
2521 gcgagaacgg cataacgaga tggaggaggc agtaggtaca ataaaagata aatacgaacg 
2581 agaaagagcg atgctgtttg atgaaaacaa gaagctaact gctgaaaatg aaaagctctg 
2641 ttcctttgtg gataaactca cagctcaaaa tagacagctg gaggatgagc tgcaggatct 
2701 ggcagccaag aaggagtcag tggcccactg ggaagctcag attgcggaaa tcattcagtg 
2761 ggtcagtgac gagaaagatg cccggggtta ccttcaagct cttgcttcca agatgaccga 
2821 agagctcgag gctttgagga gttctagtct ggggtcaaga acactggacc cgctgtggaa 
2881 ggtgcgccgc agccagaagc tggacatgtc cgcgcggctg gagctgcagt cggccctgga 
2941 ggcggagatc cgggccaagc agcttgtcca ggaggagctc aggaaggtca aggacgccaa 
3001 cctcaccttg gaaagcaaac taaaggattc cgaagccaaa aacagagaat tattagaaga 
3061 aatggaaatt ttgaagaaaa agatggaaga aaaattcaga gcagatactg ggctcaaact 
3121 tccagatttt caggattcca tttttgagta tttcaacact gctcctcttg cacatgacct 
3181 gacatttaga accagctcag ctagtgagca agaaacacaa gctccgaagc cagaagcgtc 
3241 cccgtcgatg tctgtggctg catcagagca gcaggaggac atggctcggc ccccgcagag 
3301 gccatccgct gtgccgttgc ccaccacgca ggccctggct ctggctggac cgaagccaaa 
3361 agctcaccag ttcagcatca agtccttctc cagccctact cagtgcagcc actgcacctc 
3421 cctgatggtt gggctgatcc ggcagggcta cgcctgcgag gtgtgttcct ttgcttgcca 
3481 cgtgtcctgc aaagacggtg ccccccaggt gtgcccaata cctcccgagc agtccaagag 
3541 gcctctgggc gtggacgtgc agcgaggcat cggaacagcc tacaaaggcc atgtcaaggt 
3601 cccaaagccc acgggggtga agaagggatg gcagcgcgca tatgcagtcg tctgtgagtg 
3661 caagctcttc ctgtatgatc tgcctgaagg aaaatccacc cagcctggtg tcattgcgag 
3721 ccaagtcttg gatctcagag atgacgagtt ttccgtgagc tcagtcctgg cctcagatgt 
3781 cattcatgct acacgccgag atattccatg tatattcagg gtgacggcct ctctcttagg 
3841 tgcaccttct aagaccagct cgctgctcat tctgacagaa aatgagaatg aaaagaggaa 
3901 gtgggttggg attctagaag gactccagtc catccttcat aaaaaccggc tgaggaatca 
3961 ggtcgtgcat gttcccttgg aagcctacga cagctcgctg cctctcatca aggccatcct 
4021 gacagctgcc atcgtggatg cagacaggat tgcagtcggc ctagaagaag ggctctatgt 
4081 catagaggtc acccgagatg tgatcgtccg tgccgctgac tgtaagaagg tacaccagat 
4141 cgagcttgct cccagggaga agatcgtaat cctcctctgt ggccggaacc accatgtgca 
4201 cctctatccg tggtcgtccc ttgatggagc ggaaggcagc tttgacatca agcttccgga 
4261 aaccaaaggc tgccagctca tggccacggc cacactcaag aggaactctg gcacctgcct 
4321 gtttgtggcc gtgaaacggc tgatcctttg ctatgagatc cagagaacga agccattcca 
4381 cagaaagttc aatgagattg tggctcccgg cagcgtgcag tgcctggcgg tgctcaggga 
4441 caggctctgt gtgggctacc cttctgggtt ctgcctgctg agcatccagg gggacgggca 
4501 gcctctaaac ctggtaaatc ccaatgaccc ctcgcttgcg ttcctctcac aacagtcttt 
4561 tgatgccctt tgtgctgtgg agctcgaaag cgaggagtac ctgctttgct tcagccacat 
4621 gggactgtac gtggacccgc aaggccggag ggcacgcgcg caggagctca tgtggcctgc 
4681 ggctcctgtc gcctgtagtt gcagccccac ccacgtcacg gtgtacagcg agtatggcgt 
4741 ggacgtcttt gatgtgcgca ccatggagtg ggtgcagacc atcggcctgc ggaggataag 
4801 gcccctgaac tctgaaggca ccctcaacct cctcaactgc gagcctccac gcttgatcta 
4861 cttcaagagc aagttctcgg gagcggttct caacgtgccg gacacctccg acaacagcaa 
4921 gaagcagatg ctgcgcacca ggagcaaaag gcggttcgtc ttcaaggtcc cagaggaaga 
4981 gagactgcag cagaggcgag agatgcttag agacccagaa ttgagatcca aaatgatatc 
5041 caacccaacc aacttcaacc acgtggccca catgggccca ggcgacggca tgcaggtgct 



5101 catggacctg cctctgagtg ctgtgccccc ctcccaggag gaaaggccgg gccccgctcc 
5161 caccaacctg gctcgccagc ctccatccag gaacaagccc tacatctcgt ggccctcatc 
5221 aggtggatcg gagcctagcg tgactgtgcc tctgagaagt atgtctgatc cagaccagga 
5281 ctttgacaaa gagcctgatt cggactccac caaacactca actccatcga atagctccaa 
5341 ccccagcggc ccaccgagcc ccaactcccc ccacaggagc cagctccccc tcgaaggcct 
5401 ggagcagccg gcctgtgaca cctgaagccg ccagctcgcc acaggggcca gggagctgga 
5461 gatggcctcc agcgtcagtg ccaagactga gcgggccctc cagtgttgtc caaggaaatg 
5521 tagaatcact ttgtagatat ggagatgaag aagacaaatc tttattataa tattgatcag 
5581 ttttatgccg cattgttcgt ggcagtagac cacatctgtt cgtctgcaca gctgtgaggc 
5641 gatgctgttc catctgcaca tgaaggaccc ccatacagcc tgtctcccac ccctgacaac 
5701 ccgagagggc atatggggcc ctgccaacac cacttcctca gcagaaaccc gtcatgacgc 
5761 ggctgcttcg gaagcagaca tctggggaca cagcctcagt acccagtctt ttccctagtt 
5821 cctgaaactt tcctaggacc ttaagagaat agtaggaggt cctatagcat tcccagtgtc 
5881 actagaattt tgaagacagg aaagtggagg ttagtctgtg gccttttttt catttagcca 
5941 ttgcacagtc agctgcagaa gtcctgctga ccacctagtc atggacaaag gcccaggacc 
6001 agtgacaccc tgcgtccctg tgtgcattaa gttcattctg ggtcgcagcc atgaagtgtc 
6061 accagtatct actactgtga agtcagctgt gctgttttcc attcgcttcc acggcttctg 
6121 cctcctgcca taaaaccagc gagtgtcgtg gtgcaggcag gccctgtggc ctgctgggct 
6181 gagggaagtc agagccccag ggcgccacga agcagccact gggatacccc accccgcccc 
6241 gccctgcccc cccccccccc caccagtcct gcccccgcat ggagcccccg tgattagtag 
6301 cccgtatgat cacgtagacc cacccaacac actcctgcac actggccccg gcccacggca 
6361 cagcaatccc ctgcgcgtgg atttcacctc accctttgta ccagatgttg agtgaccagc 
6421 tctgtggccc tgtgtcgtca gaggcttgtg attaactgtg gcggcagaca cagcttgtcc 
6481 acagcttggg ccaggcttcc cctgtcctcc caccggtcgg ctgcttggca aggctgttca 
6541 ggacgtgcac ttccccaagt cggcactgag tggcccagca ccgcctagcc ctgccacccc 
6601 actgccctcc tgggccttct gctggatggg cacctggggg gttctggttt ttactttttt 
6661 aatgtaagtc tcagtctttg taattaatta ttgaattgtg agaacatttt tgaacaattt 
6721 acctgtcaat aaagcagaag acggcagttt taaagttaaa aaaaaaaaaa aaaaaaaaaa 
6781 aa 



Protein ID: NP_006026.2 
Protein GI: 16357474 
Sequence: 

MSAKVRLKKLEQLLLDGPWRNESALSVETLLDVLVCLYTECSHS 

ALRRDKYVAEFLEWAKPFTQLVKEMQLHREDFEIIKVIGRGAFGEVAWKMKNTERIY 

AMKILNKWEMLKRAETACFREERDVLVNGDCQWITALHYAFQDENHLYLVMDYYVGGD 

LLTLLSKFEDKLPEDMARFYIGEMVLAIDSIHQLHYVHRDIKPDNVLLDVNGHIRLAD 

FGSCLKMNDDGWQSSVAVGTPDYISPEILQAMEDGMGKYGPECDWWSLGVCMYEMLY 

GETPFYAESLVETYGKIMNHEERFQFPSHVTDVSEEAKDLIQRLICSRERRLGQNGIE 

DFKKHAFFEGLNWENIRNLEAPYIPDVSSPSDTSNFDVDDDVLRNTEILPPGSHTGFS 

GLHLPFIGFTFTTESCFSDRGSLKSIMQSNTLTKDEDVQRDLEHSLQMEAYERRIRRL 

EQEKLELSRKLQESTQTVQSLHGSSRALSNSNRDKEIKKLNEEIERLKNKIADSNRLE 

RQLEDTVALRQEREDSTQRLRGLEKQHRWRQEKEELHKQLVEASERLKSQAKELKDA 

HQQRKLALQEFSELNERMAELRAQKQKVSRQLRDKEEEMEVATQKVDAMRQEMRRAEK 

LRKELEAQLDDAVAEASKERKLREHSENFCKQMESELEALKVKQGGRGAGATLEHQQE 

ISKIKSELEKKVLFYEEELVRREASHVLEVKNVKKEVHDSESHQLALQKEILMLKDKL 

EKSKRERHNEMEEAVGTIKDKYERERAMLFDENKKLTAENEKLCSFVDKLTAQNRQLE 

DELQDLAAKKESVAHWEAQIAEIIQWVSDEKDARGYLQALASKMTEELEALRSSSLGS 

RTLDPLWKVRRSQKLDMSARLELQSALEAEIRAKQLVQEELRKVKDANLTLESKLKDS 

EAKNRELLEEMEILKKKMEEKFRADTGLKLPDFQDSIFEYFNTAPLAHDLTFRTSSAS 

EQETQAPKPEASPSMSVAASEQQEDMARPPQRPSAVPLPTTQALALAGPKPKAHQFSI 

KSFSSPTQCSHCTSLMVGLIRQGYACEVCSFACHVSCKDGAPQVCPIPPEQSKRPLGV 

DVQRGIGTAYKGHVKVPKPTGVKKGWQRAYAWCECKLFLYDLPEGKSTQPGVIASQV 



LDLRDDEFSVSSVLASDVIHATRRDIPCIFRVTASLLGAPSKTSSLLILTENENEKRK 

WVGILEGLQSILHKNRLRNQWHVPLEAYDSSLPLIKAILTAAIVDADRIAVGLEEGL 

YVIEVTRDVIVRAADCKKVHQIELAPREKIVILLCGRNHHVHLYPWSSLDGAEGSFDI 

KLPETKGCQLMATATLKRNSGTCLFVAVKRLILCYEIQRTKPFHRKFNEIVAPGSVQC 

LAVLRDRLCVGYPSGFCLLSIQGDGQPLNLVNPNDPSLAFLSQQSFDALCAVELESEE 

YLLCFSHMGLWDPQGRRARAQELMWPAAPVACSCSPTHVTWSEYGVDVFDVRTMEW 

VQTIGLRRIRPLNSEGTLNLLNCEPPRLIYFKSKFSGAVLNVPDTSDNSKKQMLRTRS 

KRRFVFKVPEEERLQQRREMLRDPELRSKMISNPTNFNHVAHMGPGDGMQVLMDLPLS 

AVPPSQEERPGPAPTNLARQPPSRNKPYISWPSSGGSEPSVTVPLRSMSDPDQDFDKE 

PDSDSTKHSTPSNSSNPSGPPSPNSPHRSQLPLEGLEQPACDT 



Ribokinase (RSBK) 

Nucleotide Accession No. AJ404857 

GI: 10799802 

Sequence: 

1 acctttgagc gatggcggcg tctggggaac cccagaggca gtggcaagag gaggtggcgg 
61 cggtggtagt ggtgggctcc tgcatgaccg acctggtcag tcttacttct cgtttgccaa 
121 aaactggaga aaccatccat ggacataagt tttttattgg ctttggaggg aaaggtgcca 
181 accagtgtgt ccaagctgct cggcttggag caatgacgtc catggtgtgt aaggttggca 
241 aagattcttt tggcaatgat tatatagaaa acttaaaaca gaatgatatt tctacagaat 
301 ttacatatca gactaaagat gctgctacag gaactgcttc tataattgtc aataatgaag 
361 gccagaatat cattgtcata gtggctggag caaatttact tttgaatacg gaggatctga 
421 gggcagcagc caatgtcatt agcagagcca aagtcatggt ctgccagctc gaaataactc 
481 cagcaacttc tttggaagcc ctaacaatgg cccgcaggag tggagtgaaa accttgttca 
541 atccagcccc tgccattgct gacctggatc cccagttcta caccctctca gatgtgttct 
601 gctgcaatga aagtgaggct gagattttaa ctggcctcac ggtgggcagc gctgcagatg 
661 ctggggaggc tgcattagtg ctcttgaaaa ggggctgcca ggtggtaatc attaccttag 
721 gggctgaagg atgtgtggtg ctgtcacaga cagaacctga gccaaagcac attcccacag 
781 agaaagtcaa ggctgtggat accacgggtg ctggtgacag ctttgtggga gctctggcct 
841 tctacctggc ttactatcca aatctgtcct tggaagacat gctcaacaga tccaatttca 
901 ttgcagcagt cagtgtccag gctgcaggaa cacagtcatc ttacccttac aaaaaagacc 
961 ttccgcttac tctgttttga ttgctattag tcccaaaata aatatacctg ggaataaaat 
1021 gtacttgggg gtggctgctc ctggctaatg cttattagaa aatgtcctcg tcccctttct 
1081 ttgcaaatat tagttctttt acgaagtcat cctcaagctt caatttattt ataacgatga 
1 141 ttcttttgct ttccatgcat ttgcacaaaa caaccagaat taaagattcc acaacc 



Protein ID: CAC1 2877.1 
Protein GI: 10799803 
Sequence: 

MAASGEPQRQWQEEVAAWWGSCMTDLVSLTSRLPKTGETIHG 

HKFFIGFGGKGANQCVQAARLGAMTSMVCKVGKDSFGNDYIENLKQNDISTEFTYQTK 

DAATGTASIIVNNEGQNIIVIVAGANLLLNTEDLRAAANVISRAKVMVCQLEITPATS 

LEALTMARRSGVKTLFNPAPAIADLDPQFYTLSDVFCCNESEAEILTGLTVGSAADAG 

EAALVLLKRGCQWIITLGAEGCWLSQTEPEPKHIPTEKVKAVDTTGAGDSFVGALA 



FYLAYYPNLSLEDMLNRSNFIAAVSVQAAGTQSSYPYKKDLPLTLF 



G-protein-coupled receptor (EDG6) 

Nucleotide Accession No. NM 003775 

GI: 4503458 

Sequence: 

1 gagtcagccc ccgggggagg ccatgaacgc cacggggacc ccggtggccc ccgagtcctg 
61 ccaacagctg gcggccggcg ggcacagccg gctcattgtt ctgcactaca accactcggg 
121 ccggctggcc gggcgcgggg ggccggagga tggcggcctg ggggccctgc gggggctgtc 
181 ggtggccgcc agctgcctgg tggtgctgga gaacttgctg gtgctggcgg ccatcaccag 
241 ccacatgcgg tcgcgacgct gggtctacta ttgcctggtg aacatcacgc tgagtgacct 
301 gctcacgggc gcggcctacc tggccaacgt gctgctgtcg ggggcccgca ccttccgtct 
361 ggcgcccgcc cagtggttcc tacgggaggg cctgctcttc accgccctgg ccgcctccac 
421 cttcagcctg ctcttcactg caggggagcg ctttgccacc atggtgcggc cggtggccga 
481 gagcggggcc accaagacca gccgcgtcta cggcttcatc ggcctctgct ggctgctggc 
541 cgcgctgctg gggatgctgc ctttgctggg ctggaactgc ctgtgcgcct ttgaccgctg 
601 ctccagcctt ctgcccctct actccaagcg ctacatcctc ttctgcctgg tgatcttcgc 
661 cggcgtcctg gccaccatca tgggcctcta tggggccatc ttccgcctgg tgcaggccag 
721 cgggcagaag gccccacgcc cagcggcccg ccgcaaggcc cgccgcctgc tgaagacggt 
781 gctgatgatc ctgctggcct tcctggtgtg ctggggccca ctcttcgggc tgctgctggc 
841 cgacgtcttt ggctccaacc tctgggccca ggagtacctg cggggcatgg actggatcct 
901 ggccctggcc gtcctcaact cggcggtcaa ccccatcatc tactccttcc gcagcaggga 
961 ggtgtgcaga gccgtgctca gcttcctctg ctgcgggtgt ctccggctgg gcatgcgagg 
1021 gcccggggac tgcctggccc gggccgtcga ggctcactcc ggagcttcca ccaccgacag 
1081 ctctctgagg ccaagggaca gctttcgcgg ctcccgctcg ctcagctttc ggatgcggga 
1141 gcccctgtcc agcatctcca gcgtgcggag catctgaagt tgcagtcttg cgtgtggatg 
1201 gtgcagccac cgggtgcgtg ccaggcaggc cctcctgggg tacaggaagc tgtgtgcacg 
1261 cagcctcgcc tgtatgggga gcagggaacg ggacaggccc ccatggtctt cccggtggcc 
1321 tctcggggct tctgacgcca aatgggcttc ccatggtcac cctggacaag gaggtaacca 
1381 ccccacctcc ccgtaggagc agagagcacc ctggtgtggg ggcgagtggt tccccacaac 
1441 cccgcttctg tgtgattctg gggaagtccc ggcccctctc tgggcctcag tagggctccc 
1501 aggctgcaag gggtggactg tgggatgcat gccctggcaa cattgaagtt cgatcatggt 
1561 aaaaaa 



Protein ID: NP_003766.1 
Protein GI: 4503459 
Sequence: 

MNATGTPVAPESCQQLAAGGHSRLIVLHYNHSGRLAGRGGPEDG 
GLGALRGLSVAASCLWLENLLVU\AITSHMRSRRWVYYCLVNITLSDLLTGAAYLAN 



VLLSGARTFRLAPAQWFLREGLLFTALAASTFSLLFTAGERFATMVRPVAESGATKTS 

RWGFIGLCWLLAALLGMLPLLGWNCLCAFDRCSSLLPLYSKRYILFCLVIFAGVLAT 

IMGLYGAIFRLVQASGQKAPRPAARRKARRLLKTVLMILLAFLVCWGPLFGLLLADVF 

GSNLWAQEYLRGMDWILALAVLNSAVNPIIYSFRSREVCRAVLSFLCCGCLRLGMRGP 

GDCLARAVEAHSGASTTDSSLRPRDSFRGSRSLSFRMREPLSSISSVRSI 



Diacylglycerol kinase (DAGK) 



Nucleotide Accession No. L38707 

GI: 606756 

Sequence: 

1 gggcggacct aaaggggctc gggccgctcg ggccgggaat ggcggcggcg gccgagcccg 
61 gggcccgcgc ctggctgggc ggcggctccc cgcgccccgg cagcccggcc tgcagccccg 
121 tgctgggctc aggaggccgc gcgcgcccgg ggccggggcc ggggccggga cgngaccgag 
181 cgggcggcgt cagagcccgg gcccgtgccg cgccgggaca cagcttccgg aaggtgacgc 
241 tcaccaagcc caccttctgc cacctctgct ccgacttcat ctgggggctg gccggcttcc 
301 tgtgcgacgt ctgcaatttc atgtctcatg agaagtgcct gaagcacgtg aggatcccgt 
361 gcacgagtgt ggcacccagc ctggtccggg ttcctgtagc ccactgcttc ggcccccggg 
421 ggctccacaa gcgcaagttc tgtgctgtct gccgcaaggt cctggaggca ccggcgctcc 
481 actgcgaagt gtgtgagctg cacctccacc cagactgtgt gcccttcgcc tgcagtgact 
541 gccgccagtg ccaccaggat gggcaccagg atcacgacac ccatcaccac cactggcggg 
601 aggggaacct gccctcggga gcgcgctgcg aggtctgcag gaagacgtgc ggctcctctg 
661 acgtgctggc cggcgtgcgc tgcgagtggt gcggggtcca ggcgcactcc ctctgctccg 
721 cggcactggc tcccgagtgt ggcttcgggc gtctgcgctc cctggtcctg cctcccgcgt 
781 gcgtgcgcct tctgcccggc ggcttcagca agacgcagag cttccgcatc gtggaggccg 
841 cggagccggg cgaggggggc gacggcgccg acgggagcgc tgccgtgggt ccaggcagag 
901 agacacaggc aactccggag tccgggaagc aaacgctgaa gatctttgat ggcgacgacg 
961 cggtgagaag aagccagttc cgcctcgtca cggtgtcccg cctggccggt gccgaggagg 
1021 tgctggaggc cgcactgcgg gcccaccaca tccccgagga ccctggccac ctggagctgt 
1081 gccggctgcc cccttcctct caggcctgtg acgcctgggc tgggggcaag gctgggagtg 
1141 ctgtgatctc ggaggagggc agaagccccg ggtccggcga ggccacgcca gaggcctggg 
1201 tcatccgggc tctgccgcgg gcccaggagg tcctgaagat ctaccctggc tggctcaagg 
1261 tgggcgtggc ctacgtgtcc gtgcgagtga cccctaagag cacggctcgc tctgtggtgc 
1321 tggaggtcct gccgctgctc ggccgccagg ccgagagtcc cgagagcttc cagctggtgg 
1381 aggtggcgat gggctgcagg cacgtccagc ggacgatgct gatggacgaa cagcccctgc 
1441 tggaccggct acaggacatc cggcagatgt ctgtgcggca ggtgagccag acgcggttct 
1501 acgtggcaga gagcagggat gtagccccgc acgtctccct gtttgttggc ggcctgcctc 
1561 ccggcctgtc tcccgaggag tacagcagcc tgctgcatga ggccggggct accaaagcca 
1621 ccgtggtgtc cgtgagtcac atctactcct cccaaggcgc ggtagtgttg gacgttgcct 
1681 gctttgcgga ggccgagcgg ctgtacatgc tgctgaagga catggctgtg cggggccggc 
1741 tgctcactgc cctggtgctc cccgacctgc tgcacgcgaa gctgccccca gacagctgtc 
1801 ccctccttgt gttcgtgaac cccaagagtg gaggcctcaa gggccgagac ctgctctgca 
1861 gcttccggaa gctactgaac cctcatcagg tcttcgacct gaccaacgga ggtcctcttc 
1921 ccgggctcca cctgttctcc caggtgccct gcttccgggt gctggtgtgt ggtggcgatg 
1981 gcactgtggg ctgggtgctt ggcgccctgg aggagacacg gtaccgactg gcctgcccgg 
2041 agccttctgt ggccatcctg cccctgggca cagggaatga ccttggtcga gtcctccgct 
2101 ggggggcggg ctacagcggc gaggacccgt tctccgtact gctgtctgtg gacgaggccg 
2161 acgccgtgct catggaccgc tggaccatcc tgctggatgc ccacgaagct ggcagtgcag 
2221 agaacgacac ggcagacgca gagcccccca agatcgtgca gatgagtaac tactgtggca 
2281 ttggcatcga cgcggagctg agcctggact tccaccaggc acgggaagag gagcctggca 
2341 agttcacaag caggctgcac aacaagggtg tgtacgtgcg ggtggggctg cagaagatca 
2401 gtcactctcg gagcctgcac aagcagatcc ggctgcaggt ggagcggcag gaggtggagc 
2461 tgcccagtat tgaaggcctc atcttcatca acatccccag ctggggctcg ggggccgacc 
2521 tgtggggctc cgacagcgac accaggtttg agaagccacg catggacgac gggctgctgg 
2581 aggttgtggg cgtgacgggc gtcgtgcaca tgggccaggt ccagggtggg ctgcgctccg 
2641 gaatccggat tgcccagggt tcctacttcc gagtcacgct cctcaaggcc accccggtgc 
2701 aggtggacgg ggagccctgg gtccaggccc cggggcacat gatcatctca gctgctggcc 
2761 ctaaggtgca catgctgagg aaggccaagc agaagccgag gagggccggg accaccaggg 
2821 atgcccgggc ggatcgtgcg cctgcccctg agagcgatcc taggtagggg tggctggggc 



2881 agcccaaggg ctcgagccat ctctgctccc gccagccttg ttttcaggtg gtctggaggc 
2941 agctccacgt cacacagtgg ctgtcatata ttgaagttac cttcccactg gaaaaaaaat 



Protein ID: AAA98749.1 
Protein GI: 606757 
Sequence: 

MAAAAEPGARAWLGGGSPRPGSPACSPVLGSGGRARPGPGPGPG 

RDRAGGVRARARAAPGHSFRKVTLTKPTFCHLCSDFIWGLAGFLCDVCNFMSHEKCLK 

HVRIPCTSVAPSLVRVPVAHCFGPRGLHKRKFCAVCRKVLEAPALHCEVCELHLHPDC 

VPFACSDCRQCHQDGHQDHDTHHHHWREGNLPSGARCEVCRKTCGSSDVLAGVRCEWC 

GVQAHSLCSAALAPECGFGRLRSLVLPPACVRLLPGGFSKTQSFRIVEAAEPGEGGDG 

ADGS AAVG PG RETQ ATP ESG KQTLKI FDG D D AVRRSQ FRLVTVSRLAG AEEVL EAALR 

AHHIPEDPGHLELCRLPPSSQACDAWAGGKAGSAVISEEGRSPGSGEATPEAWVIRAL 

PRAQEVLKIYPGWLKVGVAYVSVRVTPKSTARSWLEVLPLLGRQAESPESFQLVEVA 

MGCRHVQRTMLMDEQPLLDRLQDIRQMSVRQVSQTRFYVAESRDVAPHVSLFVGGLPP 

GLSPEEYSSLLHEAGATKATWSVSHIYSSQGAWLDVACFAEAERLYMLLKDMAVRG 

RLLTALVLPDLLHAKLPPDSCPLLVFVNPKSGGLKGRDLLCSFRKLLNPHQVFDLTNG 

GPLPGLHLFSQVPCFRVLVCGGDGTVGWVLGALEETRYRLACPEPSVAILPLGTGNDL 

GRVLRWGAGYSGEDPFSVLLSVDEADAVLMDRWTILLDAHEAGSAENDTADAEPPKIV 

QMSNYCGIGIDAELSLDFHQAREEEPGKFTSRLHNKGVYVRVGLQKISHSRSLHKQIR 

LQVERQEVELPSIEGLIFINIPSWGSGADLWGSDSDTRFEKPRMDDGLLEWGVTGW 

HMGQVQGGLRSGIRIAQGSYFRVTLLKATPVQVDGEPWVQAPGHMIISAAGPKVHMLR 

KAKQKPRRAGTTRDARADRAPAPESDPR 



G protein-coupled receptor 12 (GPR12, GPCR12) 



Nucleotide Accession No. U18548 

GI: 604499 

Sequence: 

1 aagcttgtgg catttggtac tggtatctga gcaggggctg gctttctgtt tgtctgtgtg 
61 ttttttgcat gatcttggat tgtcaccctg ctgtatttaa acattaaaaa gcctgtcttt 
121 tcgttgaaga ggacaggggt taaaatgaat gaagacctga aggtcaattt aagcgggctg 
181 cctcgggatt atttagatgc cgctgctgcg gagaacatct cggctgctgt ctcctcccgg 
241 gttcctgccg tagagccaga gcctgagctc gtagtcaacc cctgggacat tgtcttgtgt 
301 acctcgggaa ccctcatctc ctgtgaaaat gccattgtgg tccttatcat cttccacaac 
361 cccagcctgc gagcacccat gttcctgcta ataggcagcc tggctcttgc agacctgctg 
421 gccggcattg gactcatcac caattttgtt tttgcctacc tgcttcagtc agaagccacc 
481 aagctggtca cgatcggcct cattgtcgcc tctttctctg cctctgtctg cagcttgctg 
541 gctatcactg ttgaccgcta cctctcactg tactacgctc tgacgtacca ttcggagagg 
601 acggtcacgt ttacctatgt catgctcgtc atgctctggg ggacctccat ctgcctgggg 
661 ctgctgcccg tcatgggctg gaactgcctc cgagacgagt ccacctgcag cgtggtcaga 
721 ccgctcacca agaacaacgc ggccatcctc tcggtgtcct tcctcttcat gtttgcgctc 
781 atgcttcagc tctacatcca gatctgtaag attgtgatga ggcacgccca tcagatagcc 
841 ctgcagcacc acttcctggc cacgtcgcac tatgtgacca cccggaaagg ggtctccacc 
901 ctggctatca tcctggggac gtttgctgct tgctggatgc ctttcaccct ctattccttg 



961 atagcggatt acacctaccc ctccatctat acctacgcca ccctcctgcc cgccacctac 
1021 aattccatca tcaaccctgt catatatgct ttcagaaacc aagagatcca gaaagcgctc 
1081 tgtctcattt gctgcggctg catcccgtcc agtctcgccc agagagcgcg ctcgcccagt 
1141 gatgtgtagc acccttgcac ccaggaggac tctgcattta ccaagcactt ccactgcctg 
1201 gccaaggttt gagatgcttc ccttgaattc 



Protein ID: AAA91630.1 
Protein GI: 604500 
Sequence: 

MNEDLKVNLSGLPRDYLDAAAAENISAAVSSRVPAVEPEPELW 

NPWDIVLCTSGTLISCENAIWLIIFHNPSLRAPMFLLIGSLALADLLAGIGLITNFV 

FAYLLQSEATKL\n*IGLIVASFSASVCSLU\IWDRYLSLYYALTYHSERTVTFTYVM 

LVMLWGTSICLGLLPVMGWNCLRDESTCSWRPLTKNNAAILSVSFLFMFALMLQLYI 

QICKIVMRHAHQIALQHHFLATSHYVTTRKGVSTLAIILGTFAACWMPFTLYSLIADY 

TYPSIYTYATLLPATYNSIINPVIYAFRNQEIQKALCLICCGCIPSSLAQRARSPSDV 



Cytokine Inducible Kinase (CNK, PRK) 

Nucleotide Accession No. U56998 

GI: 1488262 

Sequence: 

1 ccgcctccga gtgccttgcg cggacctgag ctggagatgc tggccgggct accgacgtca 
61 gaccccgggc gcctcatcac ggacccgcgc agcggccgca cctacctcaa aggccgcttg 
121 ttgggcaagg ggggcttcgc ccgctgctac gaggccactg acacagagac tggcagcgcc 
181 tacgctgtca aagtcatccc gcagagccgc gtcgccaagc cgcatcagcg cgagaagatc 
241 ctaaatgaga ttgagctgca ccgagacctg cagcaccgcc acatcgtgcg tttttcgcac 
301 cactttgagg acgctgacaa catctacatt ttcttggagc tctgcagccg aaagtccctg 
361 gcccacatct ggaaggcccg gcacaccctg ttggagccag aagtgcgcta ctacctgcgg 
421 cagatccttt ctggcctcaa gtacttgcac cagcgcggca tcttgcaccg ggacctcaag 
481 ttgggaaatt ttttcatcac tgagaacatg gaactgaagg tgggggattt tgggctggca 
541 gcccggttgg agcctccgga gcagaggaag aagaccatct gtggcacccc caactatgtg 
601 gctccagaag tgctgctgag acagggccac ggccctgaag cggatgtatg gtcactgggc 
661 tgtgtcatgt acacgctgct ctgcgggagc cctccctttg agacggctga cctgaaggag 
721 acgtaccgct gcatcaagca ggttcactac acgctgcctg ccagcctctc actgcctgcc 
781 cggcagctcc tggccgccat ccttcgggcc tcaccccgag accgcccctc tattgaccag 
841 atcctgcgcc atgacttctt taccaagggc tacacccccg atcgactccc tatcagcagc 
901 tgcgtgacag tcccagacct gacacccccc aacccagcta ggagtctgtt tgccaaagtt 
961 accaagagcc tctttggcag aaagaagaag agtaagaatc atgcccagga gagggatgag 
1021 gtctccggtt tggtgagcgg cctcatgcgc acatccgttg gccatcagga tgccaggcca 
1081 gaggctccag cagcttctgg cccagcccct gtcagcctgg tagagacagc acctgaagac 
1141 agctcacccc gtgggacact ggcaagcagt ggagatggat ttgaagaagg tctgactgtg 
1201 gccacagtag tggagtcagc cctttgtgct ctgagaaatt gtatagcttt catgccccca 
1261 gcggaacaga acccggcccc cctggcccag ccagagcctc tggtgtgggt cagcaagtgg 



1321 gttgactact ccaataagtt cggctttggg tatcaactgt ccagccgccg tgtggctgtg 
1381 ctcttcaacg atggcacaca tatggccctg tcggccaaca gaaagactgt gcactacaat 
1441 cccaccagca caaagcactt ctccttctcc gtgggtgctg tgccccgggc cctgcagcct 
1501 cagctgggta tcctgcggta cttcgcctcc tacatggagc agcacctcat gaagggtgga 
1561 gatctgccca gtgtggaaga ggtagaggta cctgctccgc ccttgctgct gcagtgggtc 
1621 aagacggatc aggctctcct catgctgttt agtgatggca ctgtccaggt gaacttctac 
1681 ggggaccaca ccaagctgat tctcagtggc tgggagcccc tccttgtgac ttttgtggcc 
1741 cgaaatcgta gtgcttgtac ttacctcgct tcccaccttc ggcagctggg ctgctctcca 
1801 gacctgcggc agcgactccg ctatgctctg cgcctgctcc gggaccgcag cccagcttag 
1861 gacccaagcc ctgaaggcct gaggcctgtg cctgtcaggc tctggccctt gcctttgtgg 
1921 ccttccccct tcctttggtg cctcactggg ggctttgggc cgaatccccc agggaatcag 
1981 ggaccagctt tactggagtt gggggcggct tgtcttcgct ggctcctacc ccatctccaa 
2041 gataagcctg agccttagct cccagctagg gggcgttatt tatggaccac ttttatttat 
2101 tgtcagacac ttatttattg ggatgtgagc cccagggggc ctcctcctag gataataaac 
2161 aattttgca 



Protein ID: AAC50637.1 
Protein GI: 1488263 
Sequence: 

MLAGLPTSDPGRLITDPRSGRTYLKGRLLGKGGFARCYEATDTE 

TGSAYAVKVIPQSRVAKPHQREKILNEIELHRDLQHRHIVRFSHHFEDADNIYIFLEL 

CSRKSLAHIWKARHTLLEPEVRYYLRQILSGLKYLHQRGILHRDLKLGNFFITENMEL 

KVGDFGLAARLEPPEQRKKTICGTPNYVAPEVLLRQGHGPEAD\AA/SLGCVMYTLLCGS 

PPFETADLKETYRCIKQVHYTLPASLSLPARQLLAAILRASPRDRPSIDQILRHDFFT 

KGYTPDRLPISSCVTVPDLTPPNPARSLFAKVTKSLFGRKKKSKNHAQERDEVSGLVS 

GLMRTSVGHQDARPEAPAASGPAPVSLVETAPEDSSPRGTLASSGDGFEEGLTVATW 

ESALCALRNCIAFMPPAEQNPAPLAQPEPLVWVSKWVDYSNKFGFGYQLSSRRVAVLF 

NDGTHMALSANRKTVHYNPTSTKHFSFSVGAVPRALQPQLGILRYFASYMEQHLMKGG 

DLPSVEEVEVPAPPLLLQWVKTDQALLMLFSDGTVQVNFYGDHTKLILSGWEPLLVTF 

VARNRSACTYLASHLRQLGCSPDLRQRLRYALRLLRDRSPA 



Mitogen-activated protein kinase kinase 5 (MAPKK5) 



Nucleotide Accession No. U71087 

GI: 1616778 

Sequence: 

1 cctcctaacc agcggccagt gggtttccca taccccagga tgtgagcctc tttaacctgt 
61 aatgctgtgg ctagcccttg gcccctttcc tgccatggag aaccaggtgc tggtaattcg 
121 catcaagatc ccaaatagtg gcgcggtgga ctggacagtg cactccgggc cgcagttact 
181 cttcagggat gtgctggatg tgataggcca ggttctgcct gaagcaacaa ctacagcatt 
241 tgaatatgaa gatgaagatg gtgatcgaat tacagtgaga agtgatgagg aaatgaaggc 
301 aatgctgtca tattattatt ccacagtaat ggaacagcaa gtaaatggac agttaataga 
361 gcctctgcag atatttccaa gagcctgcaa gcctcctggg gaacggaaca tacatggcct 
421 gaaggtgaat actcgggccg gaccctctca acacagcagc ccagcagtct cagattcact 
481 tccaagcaat agcttaaaga agtcttctgc tgaactgaaa aaaatactag ccaatggcca 
541 gatgaatgaa caagacatac gatatcggga cactcttggt catggcaacg gaggcacagt 
601 ctacaaagca tatcatgtcc cgagtgggaa aatattagct gtaaaggtca tactactaga 
661 tattacactg gaacttcaga agcaaattat gtctgaattg gaaattcttt ataagtgcga 
721 ttcatcatat atcattggat tttatggagc attttttgta gaaaacagga tttcaatatg 
781 tacagaattc atggatgggg gatctttgga tgtatatagg aaaatgccag aacatgtcct 
841 tggaagaatt gcagtagcag ttgttaaagg ccttacttat ttgtggagtt taaagatttt 
901 acatagagac gtgaagccct ccaatatgct agtaaacaca agaggacagg ttaagctgtg 
961 tgattttgga gttagcactc agctggtgaa ttctatagcc aagacgtatg ttggaacaaa 
1021 tgcttatatg gcgcctgaaa ggatttcagg ggagcagtat ggaattcatt ctgatgtctg 
1081 gagcttagga atctctttta tggagcttgc tcttgggagg tttccatatc ctcagattca 
1141 gaaaaaccag ggatctttaa tgcctctcca gcttctgcag tgcattgttg atgaggattc 
1201 gcccgtcctt ccagttggag agttctcgga gccatttgta catttcatca ctcagtgtat 
1261 gcgaaaacag ccaaaagaaa ggccagcacc tgaagaattg atgggccacc cgttcatcgt 
1321 gcagttcaat gatggaaatg ccgccgtggt gtccatgtgg gtgtgccggg cgctggagga 
1381 gaggcggagc cagcaggggc ccccgtgagg ctgccgcagg gcactgaaag cccaggacca 
1441 gtaaccaagg agaacaaccc acccgtcgcc cttctccgta tgctgcctgc gccagaagag 
1501 ctttgctggg ccctggcttc cctgccctcg ccttcaccct ctgtcag 

Protein ID: AAB16851.1 

Protein GI: 1616779 

Sequence: 

MLWLALGPFPAMENQVLVIRIKIPNSGAVDWTVHSGPQLLFRDV 

LDVIGQVLPEATTTAFEYEDEDGDRITVRSDEEMKAMLSYYYSTVMEQQVNGQLIEPL 

QIFPRACKPPGERNIHGLKVNTRAGPSQHSSPAVSDSLPSNSLKKSSAELKKILANGQ 

MNEQDIRYRDTLGHGNGGTWKAYHVPSGKILAVKVILLDITLELQKQIMSELEILYK 

CDSSYIIGFYGAFFVENRISICTEFMDGGSLDVYRKMPEHVLGRIAVAWKGLTYLWS 

LKILHRDVKPSNMLVNTRGQVKLCDFGVSTQLVNSIAKTYVGTNAYMAPERISGEQYG 

IHSDVWSLGISFMELALGRFPYPQIQKNQGSLMPLQLLQCIVDEDSPVLPVGEFSEPF 

VHFITQCMRKQPKERPAPEELMGHPFIVQFNDGNAAWSMWVCRALEERRSQQGPP 



Phosphatidylinositol 4-kinase, catalytic, beta polypeptide (PI4KB/ T3 
PI4KB) 

Nucleotide Accession No. U81802 



GI: 1894946 



Sequence: 

1 gaagtcccta tcagattaca cttggttgac tactccggag cagccactaa gagggatgaa 
61 caggcctgcg tggaaattga atgagattag ttgagtccac gctccatgag aatgctgaac 
121 accatccaaa gcagcaaatt gagattcctt gatttgggga agaggtttgg gaggaaccct 
181 tcaataattg gcatgggaca agaggggacc cagtccaagt gtatttggga ctcgcagtag 
241 ggaggaacaa ttcagagaga gcttggaagc tcgaagtctg gctgtggcca tgggagatac 
301 agtagtggag cctgccccct tgaagccaac ttctgagccc acttctggcc caccagggaa 
361 taatgggggg tccctgctaa gtgtcatcac ggagggggtc ggggaactat cagtgattga 
421 ccctgaggtg gcccagaagg cctgccagga ggtgttggag aaagtcaagc ttttgcatgg 
481 aggcgtggca gtctctagca gaggcacccc actggagttg gtcaatgggg atggtgtgga 
541 cagtgagatc cgttgcctag atgatccacc tgcccagatc agggaggagg aagatgagat 
601 gggggccgct gtggcctcag gcacagccaa aggagcaaga agacggcggc agaacaactc 
661 agctaaacag tcttggctgc tgaggctgtt tgagtcaaaa ctgtttgaca tctccatggc 
721 catttcatac ctgtataact ccaaggagcc tggagtacaa gcctacattg gcaaccggct 
781 cttctgcttt cgcaacgagg acgtggactt ctatctgccc cagttgctta acatgtacat 
841 ccacatggat gaggacgtgg gtgatgccat taagccctac atagtccacc gttgccgcca 
901 gagcattaac ttttccctcc agtgtgccct gttggttggg gcctattctt cagacatgca 
961 catttccact caacgacact cccgtgggac caagctacgg aagctgatcc tctcagatga 
1021 gctaaagcca gctcacagga agagggagct gccctccttg agcccggccc ctgatacagg 
1081 gctgtctccc tccaaaagga ctcaccagcg ctctaagtca gatgccactg ccagcataag 
1141 tctcagcagc aacctgaaac gaacagccag caaccctaaa gtggagaatg aggatgagcc 
1201 tgttcgactg gctcctgaga gagaattcat caagtccctg atggcgatcg gcaagcgggt 
1261 ggtcacgctc cccaccaaag agcagaaaac acagaggctg atctcagagc tctccctgct 
1321 caaccataag ctccctgccc gagtctggct gtccactgct gggtttgacc accacgtggt 
1381 ccgtgtaccc cacacacagg ctgttgtcct caactccaag gacaaggctc cctacctgat 
1441 ttatgtggaa gtccttgaat gtgaaaactt tgacaccacc agtgtccctg cccggatccc 
1501 cgagaaccga attcggagta cgaggtccgt agaaaacttg cccgaatgtg gtattaccca 
1561 tgagcagcga gctggcagct tcagcactgt gcccaactat gacaacgatg atgaggcctg 
1621 gtcggtggat gacataggcg agctgcaagt ggagctcccc gaagtgcata ccaacagctg 
1681 tgacaacatc tcccagttct ctgtggacag catcaccagc caggagagca aggagcctgt 
1741 gttcattgca gcaggggaca tccgccggcg cctttcggaa cagctggctc ataccccgac 
1801 agccttcaaa cgagacccag aagatccttc tgcagttgct ctcaaagagc cctggcagga 
1861 gaaagtacgg cggatcagag agggctcccc ctacggccat ctccccaatt ggcggctcct 
1921 gtcagtcatt gtcaagtgtg gggatgacct tcggcaagag cttctggcct ttcaggtgtt 
1981 gaagcaactg cagtccattt gggaacagga gcgagtgccc ctttggatca agccatacaa 
2041 gattcttgtg atttcggctg atagtggcat gattgaacca gtggtcaatg ctgtgtccat 
2101 ccatcaggtg aagaaacagt cacagctctc cttgctcgat tacttcctac aggagcacgg 
2161 cagttacacc actgaggcat tcctcagtgc acagcgcaat tttgtgcaaa gttgtgctgg 
2221 gtactgcttg gtctgctacc tgctgcaagt caaggacaga cacaatggga atatcctttt 
2281 ggacgcagaa ggccacatca tccacatcga cttcggcttc atcctctcca gctcaccccg 
2341 aaatctgggc tttgagacgt cagcctttaa gctgaccaca gagtttgtgg atgtgatggg 
2401 cggcctggat ggcgacatgt tcaactacta taagatgctg atgctgcaag ggctgattgc 
2461 cgctcggaaa cacatggaca aggtggtgca gatcgtggag atcatgcagc aaggttctca 
2521 gcttccttgc ttccatggct ccagcaccat tcgaaacctc aaagagaggt tccacatgag 
2581 catgactgag gagcagctgc agctgctggt ggagcagatg gtggatggca gtatgcggtc 
2641 tatcaccacc aaactctatg acggcttcca gtacctcacc aacggcatca tgtgacacgc 
2701 tcctcagccc aggagtggtg gggggtccag ggcaccctcc ctagagggcc cttgtttgag 
2761 aaaccccaaa ccaggaaacc ccacctaccc aaccatccac ccaagggaaa tggaaggcaa 
2821 gaaacacgaa ggatcatgtg gtaactgcga gagcttgctg aggggtggga gagccagctg 
2881 tggggtccag acttgttggg gcttccctgc ccctcctggt ctgtgtcagt attaccacca 
2941 gactgactcc aggactcact gccctccaga aaacagaggt gacaaatgtg agggacactg 
3001 gggcctttct tctccttgta ggggtctctc agaggttctt tccacaggcc atcctcttat 
3061 tccgttct 



Protein ID: AAC51156.1 



Protein GI: 1894947 
Sequence: 

MGDTWEPAPLKPTSEPTSGPPGNNGGSLLSVITEGVGELSVID 

PEVAQKACQEVLEKVKLLHGGVAVSSRGTPLELVNGDGVDSEIRCLDDPPAQIREEED 

EMGAAVASGTAKGARRRRQNNSAKQSWLLRLFESKLFDISMAISYLYNSKEPGVQAYI 

GNRLFCFRNEDVDFYLPQLLNMYIHMDEDVGDAIKPYIVHRCRQSINFSLQCALLVGA 

YSSDMHISTQRHSRGTKLRKLILSDELKPAHRKRELPSLSPAPDTGLSPSKRTHQRSK 

SDATASISLSSNLKRTASNPKVENEDEPVRLAPEREFIKSLMAIGKRWTLPTKEQKT 

QRLISELSLLNHKLPARVWLSTAGFDHHWRVPHTQAWLNSKDKAPYLIYVEVLECE 

NFDTTSVPARIPENRIRSTRSVENLPECGITHEQRAGSFSTVPNYDNDDEAWSVDDIG 

ELQVELPEVHTNSCDNISQFSVDSITSQESKEPVFIAAGDIRRRLSEQLAHTPTAFKR 

DPEDPSAVALKEPWQEKVRRIREGSPYGHLPNWRLLSVIVKCGDDLRQELLAFQVLKQ 

LQSIWEQERVPLWIKPYKILVISADSGMIEPWNAVSIHQVKKQSQLSLLDYFLQEHG 

SYTTEAFLSAQRNFVQSCAGYCLVCYLLQVKDRHNGNILLDAEGHIIHIDFGFILSSS 

PRNLGFETSAFKLTTEFVDVMGGLDGDMFNYYKMLMLQGLIAARKHMDKWQIVEIMQ 

QGSQLPCFHGSSTIRNLKERFHMSMTEEQLQLLVEQMVDGSMRSITTKLYDGFQYLTN 

GIM 



Fms-related tyrosine kinase 4 (FLT4) 

Nucleotide Accession No. X69878 

GI: 297049 

Sequence: 

1 acccacgcgc agcggccgga gatgcagcgg ggcgccgcgc tgtgcctgcg actgtggctc 
61 tgcctgggac tcctggacgg cctggtgagt gactactcca tgaccccccc gaccttgaac 
121 atcacggagg agtcacacgt catcgacacc ggtgacagcc tgtccatctc ctgcagggga 
181 cagcaccccc tcgagtgggc ttggccagga gctcaggagg cgccagccac cggagacaag 
241 gacagcgagg acacgggggt ggtgcgagac tgcgagggca cagacgccag gccctactgc 
301 aaggtgttgc tgctgcacga ggtacatgcc aacgacacag gcagctacgt ctgctactac 
361 aagtacatca aggcacgcat cgagggcacc acggccgcca gctcctacgt gttcgtgaga 
421 gactttgagc agccattcat caacaagcct gacacgctct tggtcaacag gaaggacgcc 
481 atgtgggtgc cctgtctggt gtccatcccc ggcctcaatg tcacgctgcg ctcgcaaagc 
541 tcggtgctgt ggccagacgg gcaggaggtg gtgtgggatg accggcgggg catgctcgtg 
601 tccacgccac tgctgcacga tgccctgtac ctgcagtgcg agaccacctg gggagaccag 
661 gacttccttt ccaacccctt cctggtgcac atcacaggca acgagctcta tgacatccag 
721 ctgttgccca ggaagtcgct ggagctgctg gtaggggaga agctggtcct caactgcacc 
781 gtgtgggctg agtttaactc aggtgtcacc tttgactggg actacccagg gaagcaggca 
841 gagcggggta agtgggtgcc cgagcgacgc tcccaacaga cccacacaga actctccagc 
901 atcctgacca tccacaacgt cagccagcac gacctgggct cgtatgtgtg caaggccaac 
961 aacggcatcc agcgatttcg ggagagcacc gaggtcattg tgcatgaaaa tcccttcatc 
1021 agcgtcgagt ggctcaaagg acccatcctg gaggccacgg caggagacga gctggtgaag 
1081 ctgcccgtga agctggcagc gtaccccccg cccgagttcc agtggtacaa ggatggaaag 
1 141 gcactgtccg ggcgccacag tccacatgcc ctggtgctca aggaggtgac agaggccagc 
1201 acaggcacct acaccctcgc cctgtggaac tccgctgctg gcctgaggcg caacatcagc 
1261 ctggagctgg tggtgaatgt gcccccccag atacatgaga aggaggcctc ctcccccagc 



1321 atctactcgc gtcacagccg ccaggccctc acctgcacgg cctacggggt gcccctgcct 
1381 ctcagcatcc agtggcactg gcggccctgg acaccctgca agatgtttgc ccagcgtagt 
1441 ctccggcggc ggcagcagca agacctcatg ccacagtgcc gtgactggag ggcggtgacc 
1 501 acgcaggatg ccgtgaaccc catcgagagc ctggacacct ggaccgagtt tgtggaggga 
1561 aagaataaga ctgtgagcaa gctggtgatc cagaatgcca acgtgtctgc catgtacaag 
1621 tgtgtggtct ccaacaaggt gggccaggat gagcggctca tctacttcta tgtgaccacc 
1681 atccccgacg gcttcaccat cgaatccaag ccatccgagg agctactaga gggccagccg 
1741 gtgctcctga gctgccaagc cgacagctac aagtacgagc atctgcgctg gtaccgcctc 
1801 aacctgtcca cgctgcacga tgcgcacggg aacccgcttc tgctcgactg caagaacgtg 
1861 catctgttcg ccacccctct ggccgccagc ctggaggagg tggcacctgg ggcgcgccac 
1921 gccacgctca gcctgagtat cccccgcgtc gcgcccgagc acgagggcca ctatgtgtgc 
1981 gaagtgcaag accggcgcag ccatgacaag cactgccaca agaagtacct gtcggtgcag 
2041 gccctggaag cccctcggct cacgcagaac ttgaccgacc tcctggtgaa cgtgagcgac 
2101 tcgctggaga tgcagtgctt ggtggccgga gcgcacgcgc ccagcatcgt gtggtacaaa 
2161 gacgagaggc tgctggagga aaagtctgga gtcgacttgg cggactccaa ccagaagctg 
2221 agcatccagc gcgtgcgcga ggaggatgcg ggaccgtatc tgtgcagcgt gtgcagaccc 
2281 aagggctgcg tcaactcctc cgccagcgtg gccgtggaag gctccgagga taagggcagc 
2341 atggagatcg tgatccttgt cggtaccggc gtcatcgctg tcttcttctg ggtcctcctc 
2401 ctcctcatct tctgtaacat gaggaggccg gcccacgcag acatcaagac gggctacctg 
2461 tccatcatca tggaccccgg ggaggtgcct ctggaggagc aatgcgaata cctgtcctac 
2521 gatgccagcc agtgggaatt cccccgagag cggctgcacc tggggagagt gctcggctac 
2581 ggcgccttcg ggaaggtggt ggaagcctcc gctttcggca tccacaaggg cagcagctgt 
2641 gacaccgtgg ccgtgaaaat gctgaaagag ggcgccacgg ccagcgagca gcgcgcgctg 
2701 atgtcggagc tcaagatcct cattcacatc ggcaaccacc tcaacgtggt caacctcctc 
2761 ggggcgtgca ccaagccgca gggccccctc atggtgatcg tggagttctg caagtacggc 
2821 aacctctcca acttcctgcg cgccaagcgg gacgccttca gcccctgcgc ggagaagtct 
2881 cccgagcagc gcggacgctt ccgcgccatg gtggagctcg ccaggctgga tcggaggcgg 
2941 ccggggagca gcgacagggt cctcttcgcg cggttctcga agaccgaggg cggagcgagg 
3001 cgggcttctc cagaccaaga agctgaggac ctgtggctga gcccgctgac catggaagat 
3061 cttgtctgct acagcttcca ggtggccaga gggatggagt tcctggcttc ccgaaagtgc 
3121 atccacagag acctggctgc tcggaacatt ctgctgtcgg aaagcgacgt ggtgaagatc 
3181 tgtgactttg gccttgcccg ggacatctac aaagaccccg actacgtccg caagggcagt 
3241 gcccggctgc ccctgaagtg gatggcccct gaaagcatct tcgacaaggt gtacaccacg 
3301 cagagtgacg tgtggtcctt tggggtgctt ctctgggaga tcttctctct gggggcctcc 
3361 ccgtaccctg gggtgcagat caatgaggag ttctgccagc gcgtgagaga cggcacaagg 
3421 atgagggccc cggagctggc cactcccgcc atacgccaca tcatgctgaa ctgctggtcc 
3481 ggagacccca aggcgagacc tgcattctcg gacctggtgg agatcctggg ggacctgctc 
3541 cagggcaggg gcctgcaaga ggaagaggag gtctgcatgg ccccgcgcag ctctcagagc 
3601 tcagaagagg gcagcttctc gcaggtgtcc accatggccc tacacatcgc ccaggctgac 
3661 gctgaggaca gcccgccaag cctgcagcgc cacagcctgg ccgccaggta ttacaactgg 
3721 gtgtcctttc ccgggtgcct ggccagaggg gctgagaccc gtggttcctc caggatgaag 
3781 acatttgagg aattccccat gaccccaacg acctacaaag gctctgtgga caaccagaca 
3841 gacagtggga tggtgctggc ctcggaggag tttgagcaga tagagagcag gcatagacaa 
3901 gaaagcggct tcaggtagct gaagcagaga gagagaaggc agcatacgtc agcattttct 
3961 tctctgcact tataagaaag atcaaagact ttaagacttt cgctatttct tctactgcta 
4021 tctactacaa acttcaaaga ggaaccagga ggacaagagg agcatgaaag tggacaagga 
4081 gtgtgaccac tgaagcacca cagggagggg ttaggcctcc ggatgactgc gggcaggcct 
4141 ggataatatc cagcctccca caagaagctg gtggagcaga gtgttccctg actcctccaa 
4201 ggaaagggag acgccctttc atggtctgct gagtaacagg tgccttccca gacactggcg 
4261 ttactgcttg accaaagagc cctcaagcgg cccttatgcc agcgtgacag agggctcacc 
4321 tcttgccttc taggtcactt ctcacaatgt cccttcagca cctgaccctg tgcccgccga 
4381 ttattccttg gtaatatgag taatacatca aagagtagta ttaaaagcta attaatcatg 
4441 tttataaaaa 



Protein ID: CAA49505.1 



Protein GI: 297050 
Sequence: 

MQRGAALCLRLWLCLGLLDGLVSDYSMTPPTLNITEESHVIDTG 

DSLSISCRGQHPLEWAWPGAQEAPATGDKDSEDTGWRDCEGTDARPYCKVLLLHEVH 

ANDTGSYVCYYKYIKARIEGTTAASSYVFVRDFEQPFINKPDTLLVNRKDAMWVPCLV 

SIPGLNVTLRSQSSVLWPDGQEWWDDRRGMLVSTPLLHDALYLQCETTWGDQDFLSN 

PFLVHITGNELYDIQLLPRKSLELLVGEKLVLNCTVWAEFNSGVTFDWDYPGKQAERG 

KWVPERRSQQTHTELSSILTIHNVSQHDLGSYVCKANNGIQRFRESTEVIVHENPFIS 

VEWLKGPILEATAGDELVKLPVKLAAYPPPEFQWYKDGKALSGRHSPHALVLKEVTEA 

STGTYTLALWNSAAGLRRNISLELWNVPPQIHEKEASSPSIYSRHSRQALTCTAYGV 

PLPLSIQWHWRPWTPCKMFAQRSLRRRQQQDLMPQCRDWRAVTTQDAVNPIESLDTWT 

EFVEGKNKTVSKLVIQNANVSAMYKCWSNKVGQDERLIYFYVTTIPDGFTIESKPSE 

ELLEGQPVLLSCQADSYKYEHLRWYRLNLSTLHDAHGNPLLLDCKNVHLFATPLAASL 

EEVAPGARHATLSLSIPRVAPEHEGHYVCEVQDRRSHDKHCHKKYLSVQALEAPRLTQ 

NLTDLLVNVSDSLEMQCLVAGAHAPSIVWYKDERLLEEKSGVDLADSNQKLSIQRVRE 

EDAGPYLCSVCRPKGCVNSSASVAVEGSEDKGSMEIVILVGTGVIAVFFWVLLLLIFC 

NMRRPAHADIKTGYLSIIMDPGEVPLEEQCEYLSYDASQWEFPRERLHLGRVLGYGAF 

GKWEASAFGIHKGSSCDTVAVKMLKEGATASEQRALMSELKILIHIGNHLNWNLLG 

ACTKPQGPLMVIVEFCKYGNLSNFLRAKRDAFSPCAEKSPEQRGRFRAMVELARLDRR 

RPGSSDRVLFARFSKTEGGARRASPDQEAEDLWLSPLTMEDLVCYSFQVARGMEFLAS 

RKCIHRDLAARNILLSESDWKICDFGLARDIYKDPDYVRKGSARLPLKWMAPESIFD 

KVYTTQSDVWSFGVLLWEIFSLGASPYPGVQINEEFCQRVRDGTRMRAPELATPAIRH 

IMLNCWSGDPKARPAFSDLVEILGDLLQGRGLQEEEEVCMAPRSSQSSEEGSFSQVST 

MALHIAQADAEDSPPSLQRHSLAARYYNWVSFPGCLARGAETRGSSRMKTFEEFPMTP 

TTYKGSVDNQTDSGMVLASEEFEQIESRHRQESGFR 



Protein serine kinase HI (PSKH1) 

Nucleotide Accession No. XM_0430447 

GI: 22067477 

Sequence: 

1 attgcccgga gatggccggc agagccgccg agacgccgaa gagcccgccg cccgcgcgag 
61 gtgtagacgg ggcactgcct tcagagcagg tcctgccagc ctcgctggag aggatgccct 
121 cgtgtccgtg atgggctgtg ggacaagcaa ggtccttccc gagccaccca aggatgtcca 
1 81 gctggatctg gtcaagaagg tggagccctt cagtggcact aagagtgacg tgtacaagca 
241 cttcatcaca gaggtggaca gtgttggccc tgtcaaagcc gggttcccag cagcaagtca 
301 gtatgcacac ccctgccccg gtcccccgac tgctggccac acggagcctc cctcagaacc 
361 accacgcagg gccagggtag ctaagtacag ggccaagttt gacccacgtg ttacagctaa 
421 gtatgacatc aaggccctaa ttggccgagg cagcttcagc cgagtggtac gtgtagagca 
481 ccgggcaacc cggcagccgt atgccatcaa gatgattgag accaagtacc gggaggggcg 
541 ggaggtgtgt gagtcggagc tgcgtgtgct gcgtcgggtg cgtcatgcca acatcatcca 
601 gctggtggag gtgttcgaga cacaggagcg ggtgtacatg gtgatggagc tggccactgg 
661 tggagagctc tttgaccgca tcattgccaa gggctccttc accgagcgtg acgccacgcg 
721 ggtgctgcag atggtgctgg atggcgtccg gtatctgcat gcactgggca tcacacaccg 
781 agacctcaaa cctgagaatc tgctctacta ccatccgggc actgactcca agatcatcat 
841 caccgacttc ggcctggcca gtgctcgcaa gaagggtgat gactgcttga tgaagaccac 
901 ctgtggcacg cctgagtaca ttgccccaga agtcctggtc cgcaagccat acaccaactc 



961 agtggacatg tgggcgctgg gcgtcattgc ctacatccta ctcagtggca ccatgccgtt 
1021 tgaggatgac aaccgtaccc ggctgtaccg gcagatcctc aggggcaagt acagttactc 
1081 tggggagccc tggcctagtg tgtccaacct ggccaaggac ttcattgacc gcctgctgac 
1141 agtggaccct ggagcccgta tgactgcact gcaggccctg aggcacccgt gggtggtgag 
1201 catggctgcc tcttcatcca tgaagaacct gcaccgctcc atatcccaga acctccttaa 
1261 acgtgcctcc tcgcgctgcc agagcaccaa atctgcccag tccacgcgtt ccagccgctc 
1321 cacacgctcc aataagtcac gccgtgtgcg ggaacgggag ctgcgggagc tcaacctgcg 
1381 ctaccagcag caatacaatg gctgagccgc ctggctgtgc acacatgcag cacgacccag 
1441 cctggccaca cactgtggtg ccatctgggt ccgatgccct ctctggagat aggcctatgt 
1501 ggcccacagt aggtgaagaa tgtctggctc cagccctttc tctgtgcctt cagcagcccc 
1561 tgtcctcacc atgggcctgg gccaggtgtg acagagtaga ggtagcacag ggggctgtga 
1621 ctccccctga actgggagcc tggcctggca ctgatacccc tcttggtggg cagctgctct 
1681 ggtggagttg ggaagggata ggacctggcc ttcactgtct cccttgccct ttgacttttc 
1741 cccaatcaaa gggaactgca gtgctgggtg gagtgtcctg tggcctcagg accctttggg 
1801 acagttactt ctgggacccc ctttcctcca cagagccctt ctccctggtt tcacacattc 
1861 ccatgcatcc tgatccttaa gattatgctc cagtgggaga ccctggtagg cacaaagctt 
1921 gtgccttgac tggacccgta gcccctggct aggtcgaaac agccctccac ctcccagcca 
1981 agatctgtct tccttcatgg tgcctccagg gagccttcct ggtcccagga cctctggtgg 
2041 agggccatgg cgtggacctt cacccttctg gactgtgtgg ccatgctggt catcggcttg 
2101 cccaggctcc agcctctcca gattctgagg ggtctcagcc caccgccctt ggtgccttct 
2161 ttgtagagcc caccgctacc tccctctccc cgttggatgt ccattccatt ccccaggtgc 
2221 ctccttccca actgggggtg gttaaaggga gccccactgc tgctacctgg ggaatggggc 
2281 acctgggggc caaggcagag ggaagggggt cctcccgatt agggtcgagt gtcagcctgg 
2341 gttctatcct ttggtgcagc cccattgcct tttcccttca ggctctgttg ctccctcctc 
2401 tgcagctgca cgaaggcgcc atctggtgtc tgcatgggtg ttggcagcct gggagtgatc 
2461 actgcacgcc catcgtgcac acctgcccat cgtgcacacc cacccatggt gcacacctgt 
2521 agtcctccat gaggacatgg gaaggtagga gttgccgccc tgggggaggg tcccgggctg 
2581 ctcacctctc cccttctgct gagcttctgc gcacccctcc ctggaactta gccatactgt 
2641 gtgacctgcc tctgaaacca gggtgccagg ggcactgcct tctcacagct ggccttgccc 
2701 cgtccaccct gtgctgcttc ccttcacagc attaaccttc cagtctgggt cccactgagc 
2761 ctcaagctgg aaggagcccc tgcgggaggt gggtggggtt gggtggctgc tttcccagag 
2821 gcctgagcca gaaccatccc catttctttt gtggtatctc cccctaccac aaaccaggct 
2881 ggaacccaag ccccttcctc cacagctgcc ttcagtgggt agaatggggc cagggcccag 
2941 ctttggcctt agcttgacgg cagggcccct gccattgcag gagggtttgg ttcccactca 
3001 gcttctgccg gtcggcagcc tgggccaggc ccttttcctg catgtgccac ctccagtggg 
3061 aaacaaaact aaagagacca ctctgtgcca agtcgactat gccttagaca catcctccta 
3121 ccgtccccaa tgccccctgg gcaggaggca gtggagaacc aagccccatg gcctcagaat 
3181 ttccccccag ttccccaagt gtctctgggg acctgaagcc ctggggctta cgttctctct 
3241 tgcccagggt gggcctggtc ctgagggcag gacagggggt ttggagatgt gggcctttga 
3301 tagacccact tgggccttca tgccatggcc tgtggatgga gaatgtgcag ttatttatta 
3361 tgcgtattca gtttgtaaac gtatcctctg tattcagtaa acaggctgcc tctccaggga 
3421 gggctgccat tcattcc 



Protein ID: XP_043047.1 
Protein GI: 14776113 
Sequence: 

MGCGTSKVLPEPPKDVQLDLVKKVEPFSGTKSDVYKHFITEVDS 

VGPVKAGFPAASQYAHPCPGPPTAGHTEPPSEPPRRARVAKYRAKFDPRVTAKYDIKA 
LIGRGSFSRWRVEHRATRQPYAIKMIETKYREGREVCESELRVLRRVRHANIIQLVE 



VFETQERVYMVMELATGGELFDRIIAKGSFTERDATRVLQMVLDGVRYLHALGITHRD 

LKPENLLYYHPGTDSKIIITDFGLASARKKGDDCLMKTTCGTPEYIAPEVLVRKPYTN 

SVDMWALGVIAYILLSGTMPFEDDNRTRLYRQILRGKYSYSGEPWPSVSNLAKDFIDR 

LLTVDPGARMTALQALRHPWWSMAASSSMKNLHRSISQNLLKRASSRCQSTKSAQST 

RSSRSTRSNKSRRVRERELRELNLRYQQQYNG 



Inosito 1,4,5-triphosphate 3-kinase C (ITPKC) 

Nucleotide Accession No. Y11999 

GI: 1914774 

Sequence: 

1 gcagtcacca agccccgcta catgcagtgg agggaaacca tgagctccac ctctaccctg 
61 ggcttccgga tcgagggcat caagaaggca gatgggacct gtaacaccaa cttcaagaag 
121 acgcaggcac tggagcaggt gacaaaagtg ctggaggact tcgtggatgg agaccacgtc 
181 atcctgcaaa agtacgtggc atgcctagaa gaacttcgtg aagctctgga gatctccccc 
241 ttcttcaaga cccacgaggt ggtaggcagc tccctcctct tcgtgcacga ccacaccggc 
301 ctggccaagg tctggatgat agacttcggc aagacggtgg ccttgcccga ccaccagacg 
361 ctcagccaca ggctgccctg ggctgagggc aaccgtgagg acggctacct c 



Protein ID: CAA72728.1 
Protein GI: 1914775 
Sequence: 

AVTKPRYMQWRETMSSTSTLGFRIEGIKKADGTCNTNFKKTQAL 



EQVTKVLEDFVDGDHVILQKYVACLEELREALEISPFFKTHEWGSSLLFVHDHTGLA 
KVWMIDFGKTVALPDHQTLSHRLPWAEGNREDGYL 



